
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5ATR8 V5ATR8_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MKSEDLADIEGVFDRFTSKQSTFDN
SNGVQDEEWWKRDEYRWDYEKHG
LKGGRWTSVVEGGSIRAPEFEIQMR
EEWYRIQCWWKTDTQRRNWLAFRD
DEWWKEELYITDWLENGENGLMW
NAADELSGYNRRGNRRQAVKIELDR
RVQWYKANGPKGVVKTWCALVEGS
KEHCTVEEKFERDDYYKNGDWWKS
EIHVNSLLNNPDECCALRFAAAAAM
DQEWWKQPFFRADFEKGGVLWKAL
NEELAVRGVEDFAAEEEVERRRNW
FKNYWWKGEKYIQDYEKNRSAGKL
WKAIDAGSTAIADAVLLRSREEWYLA
CRETEWWKGEKYIQDWADYGEKGF
LWTAAWRNAALRGDGKNKASSLAL
KKREEYYEKNFWKQNKYVRDYIAFG
EKGVLWKSNQVSAAKDSDWWKSTS
FFCQWLLANHAFPGEFWKDPDVIS
DYWKNKDTGKKWTASNILAAILEKG
NVDKASSDELLIRERFYEKYWWRQR
EYWNDFCARGTKWSALTPEGNGKC
SAVELKERENYFQPISLSRVVLGYQR
LIESDAIAPMAGLCVSFEELCLRDQY
YQWSWWKSQAGLTDYVFHGGDSLY
IRAASYDDARALEGINFSSPIERATR
MLFFDNGFLEYSADYEYTGEFVASA
DWWQEPAIISDFLEKGDKGTKWKAC
NSASGKCGFAEKDGSSKEEQRYRKD
FYAANFWRSLECLQDFRKNGIKGKL
WTSSQPLGKGERVDEKHLLFRAQVL
SGYPEDSWIEEMETNWWKASEVRA
DFYANGKSGCMVSAVNAYAAVERL
GTKIEYKADEEEIKKRVEFYRTHPLS
LEDGEKCHYIYLIEPFWITPESVEDY
WMNGSRGKRWSASNAAAFSCSLGD
KFAATPAELKRREEVLQRNFWRISA
YKEDFLTHGKEGKLWNKSEYGGMG
DVISHEEQIMRISYYLRLSEKYWADC
RYAYDNWWKAPEVRNDYYINGSRG
SLVGAATAAVASMGLYRNEQYGVSE
EEKEKE

None None None None None None None None None


