
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5ATY0 V5ATY0_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MMFYVRERLWRHAELVCTETIKSTD
SWVLRVWRALCYDQQGQSNEALRE
YKAAEQRRETNIPALMGIALIYRRNK
DTEGLSSVERSLGDSSHANDVDGW
VQAAALAWAAGDTSGAREILMRFQD
GFDEHRDEYTNLATVRAWVDLSTGR
GAFLEKSGVLLRKVMEMEDQDGQT
MDLDAAMGRVVFYERKFQFSLAQQ
LLNKLIVSRPNFTPALVVKARHLMK
AEDWDQCWETTKRILAKEKTNLEAL
ALNTLFLLVKDARYEDAAAQLPRLFE
AVKEKEPKNAALFFEYARCFSRLSG
NYLPLLGVTTQFAEVAHRMASQRGD
YFAELGYQQALRGEYKAAIATFKKAS
STPDSSMTPLLGLIRCLILTGDLDEA
AKQIEFPNEIQAPNQRNAELSLLNAI
LQWRRHKNHAKTIVFLDQAAEAIRQ
DVGTYQTGMELYIRLNPPLMLDIAK
EYMQHCRTEPPDPTVPKADPIAEKC
RRHLELLLRHVPGCLEAQLFLSRIYF
VSGDLNRAQTMITKSIRHVHVLPEA
FLLSAQICQYIGNASLASQALEQALT
LDFDMKDQPQYNLLHGIVLGMMNK
YQNALEALQLALKLTKEKSRVTTKG
RPLQPLSLQDHVSLYLQLAQTYLRLR
DTEEARATLVEATAMFKETTQAGRV
AIANAMIAARTDMDKAVEILKQVPPR
SEFFTAAKTRMANLYLTYRQNRHM
YANCFEELVEEVPTAQSYFQLGEAYT
NIQEPEKAIAAYERAKAMDPENAEL
AVRIGRALVSTHDYQRAVRYYRDAVA
SDGVNFTVLADLATLYWRLGAPDHA
ISLLTEAPAHQSEPDVGETVERAIER
VNCTLLMCKIYRDSQKPDAATEALL
RARGFQEHVLHHMMRSETQETIYQ
QKIVAATIALELGGYYASIGDAQRAK
EFYQEARMYDESNEEVLLAIARLLL
DGGDATACEEQCNAVLRISPNSEEA
VVILADVMIRQHRFDDAAQHFSQIL
DKTPDNYKALVQYVRLLRHAGRLGD
AEKVLERAEEHVPLGQRHPSGLSFA
RGLYHRYCYENLEALRAFNAARLPV
DDSPWSIPALTNMIEMYLFSSNEEL
WVDTVLRDEDKNENVRIAERLLLQ
MPDGESRDILQGYCWMASKKRSLV
ERAIKEFKQICATSETMQQHQGLFN
DERDAKEEEKDEDERLLNDANRPP
QASGRLNVPVRVGLAIAYFIAGLEKK
AAAELKRIVYMPFDPITIDAVHRARL
LAAHMSILREDLKMAQGILQKNIEV
NKSCPKTWLMMGSVHEIGMSHDEA
AECYENAWKLTKERDPSVGYKLAFH
RMKSGKIVSAIDVCRKVLEVHPSYPK
IHEVMDACCSLLRP

None None None None None None None None None


