UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane [region
IV5AU76 IV5AU76_TRYCR [Trypanosoma |glycine-(19.946178 NaN NaN 30984116 MRTALPSRLENLVRAEFEDTCRRRF |[None None None |None None None None None None

cruzi Dm28c |-tRNA

ligase

FFGLAFDPYGGSAGLYDLGPPLCAM
KANLLSYWRQHFVLEENMCEVDTT
SLTPEEVFKASGHVVRFNDVMVRDT
VTGECIRADKLLEEYSETRLKDATLPI
ETKQEMQTLRNRAAGMTPAEMKAV
IEHHQIKSPKGNALSEPFPFNLMFST
SIGPEGDRVGYMRPELAQGIILNFKR
LLDSGNAQRMPFAGACIGTAFRNEI
APRANLIRVREFTLAEIEHFVNPNDK
SHEKFESVKGTEFWAWSRELQDAN
IADPVLMTVGDAVAKKIIDNETLGYFI
IARTVLFLEAVGLRFLRFRQHQRDEM
AHYAQDCWDAELLTSYGWVECVGIA
DRSAYDLTQHSAASKKDLFAREEFA
EPRIERQLQRKLQKGAIGKAFGKNA
GEVMEYLNTAPEATCVALGEKLASG
SVEITTANGFTASIKPEMVQFEFKEV
KVTGRNYIPSVIEPSFGVGRILYALLE
QSYWVRRDESAKNEKRAVFSMRPVI
APQKVAVLPLLVKPELLRVVEEIRGD
MVLRGISTRTDDSGASIGKKYARVDE
LGIPFCVTCDFETDGCVTLRERDSAR
QVRIPREAVADVVAELSRPLQPREW
SSVETEFPAQSTAA




