UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extlfacellular
1D name sites sites reticulum apparatus membrane region
V5AUE3 'V5AUE3_TRYCR [Trypanosoma [NaN [19.946178 NaN NaN 30984116 MNVYFSKRVAVPTSTVITSIAWNEE |None None None |None None None None None None

cruzi Dm28c

QGWLACGGRGGLLKVLKIDNSIGAK
GALLVNQTLEGHSADVSAVAWNHQ
IYRKLTSSDESGQIIVWTLHKGMWM
EEMINNRNKSTVCDLSWSADGTKV
CIIYEDGAVIVGGVDGNRLWGKDVK
RELAKVTWSPDDRYILFGTKNGEVL
IVNESDGGHAVCQLRISCLEGVESLS
GLSWHPAWVDSPDPPATLAVCYAN
GRMQLMRDINDNRPYLIDSGILVSCI
IAWNPQGTTIVVCGVISTAAMMGDRP
IVSQPSSPSSSLVVAQFFNTEGVHMR
TLRVSGQHCGGVTWEGDGLRVCIAI
DAALYFANVRPAYKYTYFSKTVVFAF
IYRSDRAEQGVMFWNTRSNERFIRYI
RGLFYIDSCKDVCMIVNTSADGSHR
IVVQLLNAIGSPLEVRMMDLEPLVCG
MNSSHIVVSDEENIYVWQFRDPDVV
LDLLDPISVQASRRETRDRIVHVDDI
IVRPDSPSSLVTHTAVTNDLICSLCLS
EEFLFVARESGLLQLYRFAPLHLVGK
MVLPSRVQSMAANSNSTRLSVVDV
SGIMTVFHIDPMKLSLVPQKIAPEPN
FEHKDVWNVRWSKDDPELFAVLEK
SRMYIFRGTEAEEPVQSRACICKFKS
LKVRALQLDDIMHDPERPRKEHVIE
FETRELREARQALQNLSMKEAYMYV
ENHPHPKLWALLTEHALAQLDFDH
IAEMAVVRSNDYPAIQFVKRIKTLDDP
QKQRAEIHTYYGRFDEAEKIYKEIDR
KDLVLDLRYRLGDWFRVVQLVQEG
GGDESHMQKAWENIGDFYADRQK
WTKASQYYTQCRQLHKLAHILFLQE
DYDLLAQLIPSAEHDKGLLLKIGEML
FAVGLGDEASRAFLAAGEARLAVAG
CVQLHQWDSAVAIAEAHKLKDILPQ
LARHMKSLIESERLPEAIELYRKAGQ
HEEAARLLARLGQRAAATDPLRAKK
FYVLSALEIEKYRKKKVALSDDGTAA
IVDMLLSEERAATSERVLDAAWRGAE
IAFHFFLLCQQHILHRNLPHALNVA
MRLMEYDDLISPVDSYSLIALTAYLA
KNFSICSKAFTRLEAAEQKDAQQQN
QQEGGTPAVAGQLQFIDMTMDLDV
SKQTGAAHRNDACSHGAAGGGSTG
LSGTTTSLQLTNRSKGAALATQFKYP
TVSLREPRRRFADLAAKIFTKHKPED
NSADRVKCPKCDAFVKEWASSCAR
CQKQLGVCIFTGRCITTEDFWQCAV
CHHCIIDVEGDRFRNCPLCHTPMKH
GARV




