UniprotKB Entry name organism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
V5AUM3  |V5AUM3_TRYCR [Trypanosoma|NaN [19.946178 NaN NaN 30984116 MMVLERPGPIFAAPRRRRCGVECAT |None None None |None None None None None None

cruzi Dm28c

MSSAGAGCGLQTRRRVGLAAVRFGL
CGVFFRRTAVRPFYSLSVVLCCKAYV
FFIFLLLXXXAVTAAVVRVLSRQPLK
AVEEPPPVVKAVTEKNKCASEAREE
KKEGSGMYKSELCARQYMEFHYTPS
RTSYAQRLRTISESFDFPQRMAQKF
KEFFPEAKNEQTRALEIGCATGASVL
EMSKYFDRVIGVDYSEIFIHFAQEVL
RENSVPHVSRVSFGAVDQGEIEVTR
QVRLSHGLFPKRCQFFWGDAMNLL
GGGGAKANLVGRHSSRYDDVSWYQ
VPAGELFDGVLVSNILCRVQDPRKLL
DTLPRLLRKGGILVLASPYSWSDGIT
PKSKWIGGLPDGPRSEDLVKEILMK
NFELLNETDEAFLIRDHVRRYQLGF

SHCTVWRRS




