
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5AV92 V5AV92_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MVVGLSSSKGILALLNETDADVIQFA
LKRLLELVDTYWYEISPDLPLIEELH
ESCDLSEETRMLAALVASNVHFHLG
AYNDSVHFALEAGTAFNYMERSLFT
DTILSCCIDQFVQYQEQPEETRGKLD
PRLDSLFTALTNKWILQEGTPVRELV
GFTIRARCLDFLEKVLRQDIALTKSA
AILNYTFDLASVMLRDIGFRGKILRL
LADLYAQGGLSTIDYFSRAQCLLFLG
DSESTTRLITDLMQANDKATAYQLA
FDLYEYGNQEFLSAVVAALERESAEI
PHPGLTSSPPENEGEETSTKEVDTS
NLSDVHQKLLAVLTGETSASFYLKFL
YAQCNADIHILNHIKQSIDAKKSVPH
NATVIAHALMYSGTTIDAFLRGNME
WLARANYWAKFVVTASIGAIHRGHI
DEGLAVVDPYLPKEGVGLLPYQEAG
ALYALGLIHAPVGVTRNRKTIDYLKN
VLRKYSTSEQMIHGASLGIGLAAMG
LKDEELFDSLFACVSGCDAVASEGA
ALGIGLLMMGSGNRGAIQSMRALAS
EDNQKEKTIRGISMAMALMMLGRE
DECWAVANELLDDSDPWVRLGGCF
MLGLGYAGAENTKVLERLLSVAVKD
TSDDVRRNATTMIGFLTIKDPALCLE
LTRVLVDSYNPHIRYGVGMALAVAA
AGTGDSSVIEVLWTLKDDLVDFVRQ
GAYIALAIVMVQLTEAEEPRVKELRE
IFSKKIAGRKEDMCSKFGSIIATGLLD
AGGRNCTFSLHRQRHRLDKAVAGM
FVFLQHWYWFPYLLMITLAMRPTCF
IGLNDNLDVPEYTFKSNAPASRFALP
KSVLTEKKEAKAASVKAVVLSTTKKE
EQFHRLKRMSGSGRAHDAAEAVAA
SKNAAAAEPALTPLGAETEKKEPEPS
FELLKNPTRVTSRQFAVISHDVDGRY
VPLKPYPTGICLLRDTKPSDGKQKIV
SEVGWNSADDAPPPEPFTWP

None None None None None None None None None


