
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5AY06 V5AY06_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MVLVISVVPNEEGRAVDRRHERYQF
SALKGNIAVFYDSRQGPPDPEVACSL
SQDTSPDEAPAQPFFVCSFDAIWDA
LQEDKSSTKVSDADVMEVLMADVG
ARVAARENVTIINRGAHAHQFVEKIL
RSLQKRIEESAENAMQVVADELAKE
KQMQRLLQLENENNMQVVKEYVKS
RNEFTKPARTAIKLSPKLLRNLRQLR
KRNLHFLVSEQNAAGRFTVLTAAYR
GELVPPCIKGSCLTPQSFKIKPPPRVP
PSPQSSRRQKCSTPRNSYLGSRMQR
RPTLSTLELLGEVNEEVVVEPLKGN
GWGKEIHFYLFDGKTSLLGLPGIPKF
ENVIKGFTVDFWFRIDSKEPENKRV
FLHIMDGQRADIGQLFQISYNRYDQ
MFEAICIYVRDSTNRVLECLMPLKL
DASSKDGEEHFHHFLLNVQSLEEG
NLECLFDGQTTALQIVQQEYPVIFNA
WPHRLFVGGYMDAFNRPTCVFHGT
IFEVRFGLNTTDGPQTIVRWPLLADG
EKLKEVMNTTPGEHHETLLNLEKEV
GCPPRTAPSLDGNLVVTLGPLGVLG
ELLCNWRLEIRFRTNVSNRTMSLIG
VTDKQCRMQELGIVMNAEPVFGRE
RFRFHEYNITLYLVDAFGACCSALLR
GSEQQNVMDGQWHTLVWKCIDSEA
NTYRVKVDGVLQELLYLVREGPRRF
LPFVDWICLGGHNTRSYKVQRPFYG
EIGRFFISVRGIPLATLNMDEGPGAY
VLQDTSGRYNHGLLISPLTKAVRRH
DVYWFPHMEDIASEGDDFLGKDRIII
HKNNVVSLAAIVFTCEFAPSGVARE
VLYDVLGETCVEPRVVENHISDLRS
QWKTWRALPESCFRTVDTLVQLEET
INSTVACEKPPGHFMFVIRIGDCHVT
LLNLHGPVLPSDATYNRSILRWQYA
YAISGTKGRREILLNQMIQGVESILL
RDTLTPFVTKRLGPLNVNEQSIVTED
IIRSMQNSGKPWFLSAVLHNHLLNA
EYGSHIHIFHHLKDRMTVDEAASVA
LFNRKLLNETKKKASLVIQRNWRAR
EARIEVMRLRCEREIRERKVEEINSL
RMNPIMKAKETLTALIITLHQIDCEAI
PPITDEIDELSEILSKHGYAVTYLPNA
SRTTLMKALSELDEDTSSFVYISGYG
GLMNVRQPPLISLHSLYISITEGAGR
ATLEEECGGAYRRMMQAFRDERPP
PKVRKGKRKANRSQPSKKALQEAEL
AARQRDELFRMAIAEIEKEETFTREA
NAEEYDKEVLMIIREIKLTTEATNEY
ERTYKRDSGGMHFVLPCEARLIEPY
ANTVYGVEELMNIALERQISPLGLQR
IVAIDLEPITPMSCGSAWVASSTGYT
LKFPYQPQQRRIMSHLLCKAFDGRM
PCVSAHFRYAVLKGGIETKSDERDW
RSFATYLVSKMQSVCSKAVLAELRE
ELDREVPFVAELIPVRGIVLDLDTRE
RLRRERDSKEVHVVLRYGVGSSHVQ
PDMFAVFKNVITVGVPLKEIAFKNTI
YILFTRCSKGIDGLLMEPLLKEIESCR
PIGCNVPISVTTTALGVRLFFDNKDP
ENKLHVSQWANGIVVRSLSWQLPV
NSLLGYRILEVDHVEYLYEVKITCSL
RNLNRLKKQQRQQPVPMPYSRFLA
CEVLPNPS

None None None None None None None None None


