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UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi u extx:acellular
ID name sites sites reticulum apparatus membrane region
V5AZ66 'V5AZ66_TRYCR [Trypanosoma [proline-(19.946178 NaN NaN 30984116 MKMSYSVHSPPALRCWCTLPFSSRR [None None None |None None None None None None

cruzi Dm28c |-tRNA KASSLENTYFSNRTVFCSSARWIYRR

ligase

HCEASVSGADLSSGFFFYSSLNKEQ
LTNSTRTMSASDCRGESEMLKILRA
LGMDLPTISHEEKHTVEEANKELGR
FGVPCTGTKNMFLKSKKEDLVLVTA
LHTTRTNMKVIQDALSLKDLRFAPE
DVLRTHLGVVQGGVTPLALVNNESK
NIKLVLDKALVESTVPVVLHPCRND
KSCLMTPKQLQDFLRKLEYPFVVVD
FSAEATGGTPSGDNTRAKSSTSLKET
GKKTSQPAAAATTGGANVTGETKLGI
LVKREENFPQWYVEVITKAEMIEYY
DVSGCYIIRPWAFFIWSRIQKFFGARI
ERMGIEDCYFPMFVSKSCLEREKDH
VEGFAPEVAWVTKAGETDLEVPVAI
RPTSETVMYPYYAKWIRSHRDLPVR
LNMWNNVIRWEFSHPTPFIRTREFL
WQEGHCAWQTEEECSQEVLEILDH
IYAAVYEELLAVPVVKGRKTEKEKFAG
GYYTTTVETYIAAIGRGCQGGTSHNL
GQNFGKMFNISFQDPEKNDGSTLIP
WQNSWGLSTRVIGVMTMVHGDDS
GMVLPPRVASVQVVIIPVGITKNTTD
EERKSLLEGCKTLERVLVSGGIRAKA
DLRDNYSPGWRFNHWEVKGVPVRV
ELGPRELASLKISLVLRHDGSRRSLL
WDKELPTAMTLLMDEIHNSMFAKA
KRERQENTKKLTEWSDFTPALNRKC
LVLAPWCGEMSCEDQVKKDSAEES
KAMQSEEVRDDARAPSMGAKTLCIP
FDQPESVEGKTCICKSCSRPAKRWV
LFGRSY




