endoplasmic|golgi plasma extracellular

UniprotKB Entry name organism full oglcnacscore o'glcnac p'h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion . .

ID name sites sites reticulum apparatus membrane region

'V5B0OK2 'V5BOK2_TRYCR [Trypanosoma [NaN (19.946178 NaN NaN 30984116  MRNEEGEGDSEEIFKARNEKDSRVV [None None None [None None None None None None
cruzi Dm28c RLEPYEYVHILDNNTCKVTLLEGPCC

ITLLDHLVNLHKNAQHHIVIPPNHY
CEVRNPVVLSPDGGEPKYRMGHRE
VRLSQPPFPLYPGELASDLKPMRILN
SKEAIIVRALEDHTTTEEFTGKTVQRI
IAGEQWLVKGPGAYVPRVDEEVLRRV
VPLLLSANEYIQLCAMADFKDPDGT
IARRVGEKWNLLTQGVFFPGPYTKQE
PVKKGITLSPTLALHVRAVHSFYDTR
FGIQRCIGDRWLVTHDEVALFLPTE
DEDPETTVPLTIVGQQQYCILLRTVQ
DGVVHDGKRKLLKGPCSFFLKPGES
LQDNEVKDAYLIGDHEALLVEAVSS
FAEEDDTWREVSSRWLVSGPCSYIP
PLDVCVVERRERLLLTGSQGVYVRN
VRTGMVRVVHGQAIMLAADEILWEK
PISPLVHRLLQADTFSVYDAGALKSA
SEKEPYASHKVVFYKVPHNALVRLY
DSSTNTSRVEEGPAALFLAPNEEFTP
ISLSGGRPKASNRIHSLCLFLGPDFM
IADVIEVETLDHARLMLHLAYNWEFD
TTDMERIKKIAFELPDFVGKACNTLA
NRIRAAIASESFEEFHRNSSSLIRQAI
FRSHLGTTEMREDGLYFPVNGLLIT
NVDVQSVEPVEPNTRDALKKSVQLA
VEIITQSQENEASHQAMLLEQEARG
TLELQIMKDKASEEAERVTLLQVTAE
NTAIELSGSSRAQTLAESEARLVELQ
AELDVTPNRCRALEFMTDAELDLQR
ERMEIEISHRRAMNDLAVQKAKALA
DIEATKVEKIFSALGRGTVTAIARAGP
ELKAKLLQALGLKGFLVTDGTSPINL
LGMANRMVHDPRGKRA




