UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID mname sites sites reticulum apparatus membrane region
V5B2G2 'V5B2G2_TRYCR [Trypanosoma [NaN [19.946178 NaN NaN 30984116 MHQVRGLVQRSSAATLRLLEKNVTP |None None None [None None None None None None

cruzi Dm28c

HDVRTCFIDTVFVDGFGAASAVQLL
HPVALQQLLAELPKSEALVCLQEAR
KVLLASKNDTAPIGTWLKKLNNLLC
IVKDTTQHTVTELRCRQSRFLAKTEG
RLMAHDFSLVEAFTHRLLTKDIPQQ
EEKELFLPDEVAMYRGVVEELVRLN
PQAALALAMNTKLPSLGSGASAALA
TLVNLDVPAATLSFLESFSAKDEMS
IAASETCATQVAVCLRNKLWELRELS
ADDPKRVALRESLATACRFNVDPGV
IVEPTDAGAIQRWGSQFLQEEMWPM
ERGRVISDIVRRKRLMPRRVSLDCLS
NWCLTDLERKWVSVMLEDGQGTN
MIGGSDTAVYRSALSCALKDPKRCL
IVDSRLLRQYALLLKRGELEPSHSSFP
HFIEECGECHGNDERPEELSFLMPP
QSSPSQSSSLKSQTLMDALVELAPQ
CSYWRTLLAEKQEGVEAFVAPQGHI
HVTVKIPRVHECVEAAMQAASSSST
SSFSFASCLPVIFEDNDILVLNKPPH
LASSRHALSCTQMNDKRATDVVSLI
LASTKNGETMRGVFRQGQVHRLDA
ETSGCLVMAKTDCAADSLRHQMGT
SAAYSQCNKVYLALCAVMEPDLRRI
PLRGVLRDPMDPKISTKYRVIRFFRK
IARVALLECRIQQGKKHQIRRHLAAA
GLPILQDVEHGGAACTTPLIDRVALH
IATALTLVHPRTAEVVTFVAPLAMDF
IAETIRQLQ




