UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion enc}oplasmnc golgi - extl:acellular
ID sites sites reticulum apparatus  membrane region
IV5B2]6 IV5B2]J6_TRYCR [Trypanosoma |[CSC1/OSCA1-|19.946178 NaN NaN 30984116 MDLSLKPRSTWDDQGLWFTLTLNSI |[None None None [None None None None None None

cruzi Dm28c

like 7TM
region
domain-
containing
protein

IVLVVLSGLSIFCLTAPLLWLRRLYRT
NHTITVSVGPSGFPAATTPLTPASSP
SASPTPPRQRVGRVLPYRCSLFSLPS
LRDWLSIEEEVANLESVVQPLSTTAS
PKDDEDDMKRQISGEMEMSKVNKR
ENTAVEDTFLVSATKAKVPFDPQVA
LYLAFLKLFATVFVLGGVFNFWICVL
SGTDNYLEKYMVRRDIHGCQSLGD
NETACNDRAPFCKYVETDCLPVRLR
GLYDLSAQNISPHSWRLWLVGILDL
FFSAIYVVAVLFFLYRFDAYIKSVMH
LQMENALGHRVAIVRGLSADMMSE
KRFHQGYLVEEAYFRPRGGKGGRVR
NGDSGNDNNGNAEEDELDVYYQYH
CTGLSCLFSICGFGYYKTTRRDAIFT
RDCSVRQLLFPRKSPEGMYESMERT
ETAMKELQEAIADQRAYSKKQRERM
PVAHERGEDVEETLMMCAPFPSCC
SKVPKVEYRKKVFIAEAKRLNQFIDA
TPARDAKGSAFIIFSDALEAYEFVNL
FESRRGGVSGAQATIAGPPDGIIHFN
ITTDRYTGWLRTVVFFFVYILLLFFW
IAVPVGFVSSIDNLVYIPYIGKFVLWIY
MKVPETLRGAVTSFLPVVMLELFNL
ILPFMIRCFVIAMGVVNRDSLRGGEL
FLQYLFMVLTGVIFQAALQGGLSQL
IADVLKDPSGEAIIGFFLAIVSPNGGY
WYAKVITAACISTWLNLVDPLPLIRA
FLRRKEVSVQRVYDKLFKPCSFDWP
QFYSFDLTILAMGLLFRMTVPLLALL
IVGIYFFVRYMTQRCRLYDRYRPRIHP
LHDCTVVSASAQVMRAASWLYCLG
GIGGVLVMSLRKHVGGVVLCSISLAV
GILLLARVHSVSRRWVNSLANARRF
LKHRAVPQTRYGAMAKRKATQNRT
QRTDKPSAPPQSTNVLSEGCSMEQL
IATELVSQTFETDGDVDNRAATDRSD
SSTDDNNGVVDGNINAREGATSFGD
QVPIPATELLPHNPNVISRYQPKHQR
LLHIDAEQEIQRMEKTVFHVESYWN
SSFELIDDVDMTPLKKKRGVKRNEIS
SIDQCVAHEENKKKLFLFLLLFIFFL
LKNENSSEATFIYVS




