endoplasmic golgi I extracellular

UniprotKB Entry name organism full name |oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion N .
ID sites sites reticulum apparatus membrane [region
'V5B4S5 I\V5B4S5_TRYCR |Trypanosoma [tryptophan-|19.946178 NaN NaN 30984116 MTNAVVTPWTVEGDVDYDKLIKEFG (None None None [None None None None None None
cruzi Dm28c |-tRNA SHPIDTALLERLERVIGKKPHHFLRR
ligase GIFFSHRDMNLLLDVYESGQPFYLY

TGRGPSSESMHMGHLIPFIFTKWLQ
DAFKVPLVIQMTDDEKFFFRNIDME
QIEKMTTENIKDIIAMGFDPELTFIFR
DFDYMGQMYRTVAEIERTFTASQVR
GCFGFKMEDNCGRWMFPAIQAAPS
FSVAFPHIFPPSKGNVFCLIPQAIDQ
DPYFRLTRDIAPRLGFLKPAVIHSKF
FPGLSGSKGKMSSSTGAAVLLTDTE
KMVKDKINKHAFSGGGATKEEQLLL
GANADVDVPIQWMSFFMEDDESLA
RIRKDYMLGRIMTGEVKKVLIEIVSN
IVKQHQEARKKVTDDDVKFFTSIRP
MGPGKPNNVG




