
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5B5B2 V5B5B2_TRYCR Trypanosoma
cruzi	Dm28c

DNA
topoisomerase
2

19.946178 NaN NaN 30984116 MANRTVEEIYQKKTQHEHILSRPDM
YIGTIEPVTEDMWLYDEAENIMKLR
KCTWTPGLYKIFDEILVNAADNKVR
DPLGQTAIKVWIDAERGMVRVYNNG
EGIPVQRHREHNLWVPEMIFGYLLT
SSNYDDTEAKVTGGRNGFGAKLTNV
FSTRFEVETVHSRSRKKFFMRWRN
NMLESEEPVITPSEGPDYTVVTFYPD
FAKFNLQGFGEDMVHMMRRRVYD
VAGCTDKSLRCYLNDTKIACSSFLEY
VDLYPMMGEERKAASYSRVNGRWE
VCVRVSNIGFQQVSFVNSIATTRGGT
HVRYITDQVIAKVTEQAKRKSKTEVK
PHMIRPHLFVFINCLVENPGFDSQT
KETLNTPKNRFGSTCDLPPSMIDCIL
KSSIVERAVEMANSKLTREIASKLRN
ADRKQILGIPKLDDANEAGGKHGHR
CTLILTEGDSAKALCTAGLAVKDRDY
FGVFPLRGKPLNVRDATLKKVMACA
EFQAVSKIMGLDIRQKYSGVERLRYG
HLMIMSDQDHDGSHIKGLIINMIHH
YWPDLIKTPGFLQQFITPIVKARKKG
RSDGDDRAISFFSMPDYFEWKNAIG
DGIRNYEIRYYKGLGTSGAKEGREYF
ENIDRHRLDFVHEDATDDARIVMAF
AKDKVEERKHWITQFKANTNVNES
MNYNVRTVRYSEFVDKELILFSVAD
CERSIPSVIDGLKPGQRKIIFSSFKRR
LTRSIKVVQLAGYVSEHAAYHHGEQ
SLVQTIVGLAQNFVGSNNVPLLQQD
GQFGTRLQGGKDHAAGRYIFTRLTN
IARYIYHPSDDFVVDYKDDDGLSVEP
FYYVPVIPMVLVNGTSGIGTGFATNI
PNYSPLEVIDNLMRLLRGEEVQPMK
PWYFGFTGTIEEKERGKFVSTGCAN
VRPDGVVQITELPIGTWTQGYKKFLE
ELREKEVVVQYREHNTDVTVDFEVF
LHPEVLHHWVAQGCVEERLQLREYI
HATNIIAFDREGQITKYRDAEAVLKE
FYLVRLEYYAKRRDFLIGDLRSVASK
LENMVRFVTEVVDGRLIVTRRRKKE
LLEELRQRGYAPFPLQQKKKVSSTTI
QQGEEEEGAADATHATAEDVFLVLQ
PAVDEGGDEDNQETPEMRRAARDY
DYLLGMRLWNLTAEMIARLQSQLQ
KARDELAALEKRTPKDLWAEDLNQL
RPRIENLFEDRAKEIASIQRKKMEKK
RSFDPRRLRVPLLSEKARQALAKEFI
KTEKKGGRAARADGDAGGDRKSPSV
GRKPAAKRRRKKSSDDDSDDIDGDD
DLFMSDASGSDGVVLGDGGPGNNA
GGGAKKPQPKRPAAKRAPRKPKEEG
PKRVKKEAAKKVVVTDDFDIEDFGIE
ALTRTAPKCKNKNTTTTAKTTTAAFT
PPPPSTWVASVIDTDTDDDLALLGVS
SVDKKTLAPVPPPKRSPQRPKSQPKK
SQGSRKRRRSSSSSDEDSFFDDDDD
DDEDDDDEASSGSSSYDFSD

None None None None None None None None None


