
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5B6A1 V5B6A1_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MVKKQPGAENIRVVVRCRNLLPYEA
ERGDKALVRLDLATNQVIVQHPIGD
ADTFAFDAVYNNTYTQRDIFLQEVQ
PLVEAVLQGYNATVFAYGQSGSGKT
HTMTGKLSDPQMWGMMPQVVNYL
FNEVRKLSTTTKSFKIKVSYVELYNG
KSRDLLASKQVNLEIKQNMAKNFYV
KGAEMPEVTSFDEAIRWFNAGTDRR
QTASTELNDTSSRSHSLFTLQVEQF
DFEQDPSSPIVLTSKINVVDLAGSEK
LSKTNATGETAKEGCNINLSLSALAT
VIDTIVKGGKHIPYRGSPLTMLLKDS
LGGNAKTVMFANIGPSEKNISETIST
LRFALRAKQIENKPIKNMDPKDARIQ
DLLDQIEELKSRLGNVDLNQEDQLR
QRIEELEIENADLRGGGVQNNIELEE
DIRILQAKLEEANGMVAEKQKELEK
GIDGRSLLEWNLQSELGRGKELRSL
AMNFIKQVCQEEQIQAIRSKMPQDG
SYNTTDDGWDVKEIEFYLREFAAMY
EAWRQSTYTREDLEKYAHLSVTGAL
EQTQRQLDEVARARDELVRLRQEDS
VKRAAENELVSQLRVDLNTLKDENT
KLREKVERDQERMKAKIFKNKEEYK
SLAEELERSKALVTEKERDIERLKRI
SEETGNNAIISASTGGGASWANADE
RTAMLQQLNEEKNIRKALESRIREV
NVSLRRYGVCIADAKEVTNESREVS
EATDAFILAALEEKDTMDGDLCAKL
QQQLRLKQRLTELRHQHQRKLDDM
LRKYELIKTGRTTANSGAGAENNML
HPGLADEATAQQIKELLHRKDEEIER
VIKEKEKTCDRIVKKLNKCELRIKEL
EATLEEERVQSTEERQELDRENREL
QRYNQQLSVELETLRGQLSEMKEE
MDFMERAKSAEIERWKEEAANGAG
RLEEMRFKMAAYSELQKSYDRLQE
QLQRTEVSLKEKSDNLENTRQMVK
WSNSLLATEKQKVEQMEMMLKQQ
EVEMRRREEQLKSEMMNDINKQVA
ANNRRMQDQAAQYQELISQEQDKQ
KSIMKKVKSSRKETQKAAQRYDEMI
LENEALLSKLEELKVTSMRIFLEKQE
AQRELEALRPTKHVANRRL

None None None None None None None None None


