UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr"acellular
ID mname sites sites reticulum apparatus membrane [region
'V5B6G9 'V5B6G9_TRYCR [Trypanosoma |Aconitate (19.946178 NaN NaN 30984116 MFRSTSASRTGNPQLNPFIKYVATM [None None None |None None None None None None

cruzi Dm28c |hydratase IAADGGEAKYFKLHEIDPRYETLPFSI

RVLLESAVRNCDEFDITSKMVDNIF
NWKETCHRNIEIPFKPARVVLQDFT
GVPCVVDLAAMREATKRLGGDLNKI
NPQIPVELVVDHSVQVDKAGIPTAVK
ENQDMEMQRNRERFEFLRWGSKA
FDNLLIVPPGSGIVHQVNLEYLARVV
FNNKGLLYPDSVVGTDSHTTMVNG
VGVVGWGVGGIEAEAGMLGQSLSM
VLPQVLGYRFTGKLTEGCTATDLVLT
VAKNLRKFGVVGKFVEFYGPGVDNL
SLPDRATLANMAPEYGATTGFFPIDR
ETINYLRCTNRSVEQLERIEAYAKAV
KMFRTGDEKIEYSHHLELDLSTVEP
CVAGPKRPQDHVPLKNMKEDFAAC
LQAKSGFKGFGIPAKDVNKTKNYMV
DGQEAVMRHGSVVIAAITSCTNTSN
PHVLVAAGLVAKKALEKGLKVPPGIK
TSLSPGSHVVTRYLEAAGLQSSLDAL
GFNTTGYGCMTCIGNSGDIHAEVSK
CISENNFVAAAVLSGNRNFEARIHP
LTAANYLASPPLVVAYALSGRVDIDF
NEEPIAKGVFLRDIWPRNEEVQEIVS
RYVTPELFKSVYSNITTINEQWNALQ
VNEGKLYEWQPNSTYIHHPPYFESM
TMEPTPTSVIKDAACLALFGDSITTD
HISPAGTIAKDSPAAKFLQDHGVERK
DFNTYGSRRGNDLVMVRGTFANTR
LGNRLVGEGQTGPFTIYFPTNEKMYI
FDAAMKYQQENIPLVIIAGKEYGSGS
SRDWAAKGPFMQGIKVVIAESFERI
HRSNLVGMGIVPLQFKPGESAQSLG
LTGKERYSFDFSGGLRPGQETTVHK
GDGSSFSTILRIDTEMEVKYVENGGI
LQYVLREKIRGAXXXXKPKNEKERR
RNGNNSYIYIYIKSILHTCEQWCSWG
AQLQLYLHLFILLALCIALC




