
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5B755 V5B755_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MDVFLTSAREADDMKLVNFVAMHD
AIAAARTSEEGRELLAALMDAYYAAD
RPHAVYQPALMKAIGCCLRHAGPSS
SDNDSMNRWQLTADDYILLALFFN
ELSTVDDNKLFCIFTEAVTLFFQQTV
PIVYGAVGYDLSVDASTVESLCSELQ
TLRVMMAKRLAAFPADSSTCEGSVG
MQLGIIDCLRTLLLSLMQAAATRADT
KDTLTEAPGKEGENVNLAVRQAVEG
ILSPLRTAVDAVRSSASGGSSEKASA
SVRLHAGTTVSPLVLTSALRVLEEIV
WRCSCHVTPHDVLEKTVAETPLIAA
ASLAVTRVLGALQQYLVQQQQHSM
ESAAGSIEKSSLAVDVLRTAGVQWA
VRRLLSVVRLHLHLFPSMGNAVVAA
LNAFGGNMEMEDPFQLMRMRREC
ETALNDENNNDATNNNNGSGSSSN
GSIKDVAWRKAWEVAAMSSSSSSDA
FSLRLRECEQILEAPHEETTANDGVT
AELGDLDDTTLLQGDGGGGGSREAL
LQSTVGPVSVNALVEMVLLSVRHM
DIMTEQAIQALHTQGLERMQYEAAK
RAQREEILRQRRIEQQGVEGIPVGRL
LEHLKESTSLYAKGTHLLESESALA
MVLRSAFFSLLDAYDAFLEETESRVL
EAQALIARALVQLPPSMIDAAVDAVC
VRLRKEFSRRAHDKKAPLPLYSAYQL
AMQVLFTLFSLQAPVLERGTTAFAFL
TATNSMTEAELQLPDSSMKLRSHAA
FTIDTENPVEWLQSTTHDAAGGLNN
RKRLRDEETTVQMKDEETGEEGVE
NGVSHFFREDTTQSPCMYSYFLCRV
VELVTEAEQPALLLDVLLQCPCITRY
VWHYIHKQYCLSTEKARCLLGMWL
LKSLALKRTVYRRYAVNSLLHLAAAR
NEYQRRLALTKLGELLSAKGADGRR
VIDTNAETLLVRYAKRQMAAIPVTKL
PSSTTSIAAAANPVAKMEGANTSHD
EGGTASLRDKEMRKLADALDRHLG
PFLMLCARQPKELFPALLAVFKECV
ERQNEAMMHLLAEHVDVRRMCQR
LFRMDAMSFMSNVMPYLRRHSSDA
TVLVQKILWAVCSELRAMGQATESS
ASQLEQTALALLGHARVMYENSEIP
QMYHPSSSAGGLGDATVPLHDVRFI
SSFFSLISAEELRRTYLRSFLHFVQL
QLQFQLQQQQQLGSDAGMNATAEV
TRMNSEELDAFIRDVVKEVLVRSPV
HFSDGIARGLSRTDLLVYLHSASHES
NAADSQVAAGKNSTLSASAGREGLR
GILGAGLSSTAATEEAAGTKPIAEYLT
ISPFTTKRVIAVLLKLTRTFDGTTTEF
LYGPEEIKSAVRQVMQQLGGVGGSG
SGRSGIISNVSSVPPQLMVTLILACKI
HAQRPHADLVRFVHHVVLLPLAKDA
TWEKDTKLWRGVLLFAEEHYRECSS
FLVNLPEKVLIQALRSQPQLREYFRE
EHGNNAAFGHILGSL

None None None None None None None None None


