KGLRSLWPFGLHVTGTPIAACAQKIQ
KEMQLYGNPPQFPEEMLGTPSEEK
KDDIATIGQHKSKRGKAAPAKPQWII
MRSMGIPDNEIAKFADPLYWLDYFP
PLAVEDLKRFGCHIDFRRSFITTDRN
PYYDRFVSWQFRHLRRANVLGFGK
RYCVYSPWDGQPCADHDRAVGEGA
LPQEYTLVKLKVQNATEHPAFLAFK
HIICDRPVILPGATLRVETVCGQTNC
'WISPNFSYKAYTILNKTGEEEIFIMTP
RAARNMAYQDYVINGKTGVDPSPLF
EVEGAKLVGLPLSAPLCPYATIYTLP
MQTITEAKGTGVVMSVPSDSPDDYI
NFTQLVRKPDYRSKLGIKDEWVDFD
IVPIIEVPGEMGRESAKFMCEKLKIN
GPQATDLLEEAKKLVYQAGFYQGVM
TAGPFTGEKTSVAKVKTLQLLTKEDS
AIRYYEPSRLVMSRSGDECVVALCD
QWYIEYGKKEWKEAVLKHLENMNM
FFPGVRNGFEETLNWLADWPCSRT
LGLGTKLPCDESGTMLIDSLSDSTIY
MAYYTIAHFIHTSPEGKLRLDGRHD
NVLGVTPEMFTDETFDYVFLGKGTP
ESVHAVNGLPMDAAEKMRREFTFW
YPVDLRCSAKDLIQNHLTMFLYTHA
AIWPDDTSKWPRAIFANGHIQVDNE
KMSKSKGNFMSLAETIDLYGSDATR
LACADAGDSLDDANFVRETAAGFIL
KLTTAIDGAQELLGKKHTLRSGEYNI
FDKIFSNSMNFIILQTERFYVGMQF
RGVLNLGFFELSNEFSQYKLNCDEL
QIHADLAERYVEVMTLLLAPLAPHFA
EYIWTSVLGKKKSVVCAAFPEPTGPV
EYAILVANRVMTDVVKEIRSQVAKM
QKKRGPVDEVFIYTAASYSEWQIKAL
RLLRELYETNGRSFPVDFSKKVMSH
KQEWMTKEILPDVMAFLSFTKMNV
ERCGEEALAEAPAINDAELLKGVLA
NICKLSGVPTVHILGHEDERYPEHQ

AARRKCRPGEPAIVLPAKKK

i T h 2 . .
UniprotKB Entry name organism full oglcnacscore oglcnac Cea rylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
\V5B774 \V5B774_TRYCR |Trypanosoma [leucine-|19.946178 NaN NaN 30984116 | MSTARRDKLLSLEAAAQERWAQEKL |None None None |None None None None None None

cruzi Dm28c |-tRNA HEQNAPLKGEPVPSKFFVTFPYPYM
ligase NGRLHLGHAFSLTKSEFASRFWRM




