UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr"acellular
ID name sites sites reticulum apparatus membrane [region
'V5B9A3 IV56B9A3 TRYCR [Trypanosoma|Coatomer|19.946178 NaN NaN 30984116 MNVGSNQEVACTLLVGFDGSSVNT [None None None |None None None None None None
cruzi Dm28c |subunit KDLKAALEKGDINARAEALETMIRL
beta HLNGEPQNHMIMSVIKYITPLEDHLI

KKLVLYFWEVVEKTDKNGKLLSEMI
LICSFLREDLLHPNEYVRGLTLRFLC
KVKEKELIEPLISSVVQNLTHRVTYV
RRSAVAAVHAIYKRFPDLLSDAPELV
EKFIGDENDVSARRNAFDMLVECAP
ERAVRFLTGFRESTNMADAGAAFQ
MSVVDFARQMIRANPYDKAKYVAIL
FNVLQSKNPAVRYQCASTLLSLSSSP
TAIRQAALTFIDLLKTHSDNSVRLIVV
DQLDGMRMRFGDILQESLLDVMSV
LANSTTEICKKVVTLAVELVSNKNVE
IVFLQAIKKELLRSQSEEDVLDKSSIQ
EYRQLLIRAIHTAVIRQPQMAATVLP
MMMDYICDSSNGSQEVISFIREVLQ
IVQPLLRAGTLKQLLEVFPMVTSPGV
VRTVLWLFGAHVSSADEVLGVLALL
ANSLKPLPLTPPVPPAASVDGDANG
IAESPVMRAVTTVREDGTYVTSYTTVP
TGTMAAVAAVTDTTEDAGVVPAGLR
LLITKGDYFVASALASTLSKLLIRLFT
SYGSAVDTAVKSKAQDDALMLLHEII
RYGTAPDAACAMDEDSHEHIRLSIIT
IANPQSPFLQVFVDDSYKALNAVEST
VVGTAVGETLPNDWSKAKEPTAFCS
IDTPIIFTQLAQGKDAFLELEATDDLG
SATANASIDKTEEFLKRLEKTIPLSGF
CDPVYCEASVTVHQFDVSVDWYLVN
KTSNLMQELTIELASLGGMKLCERP
QVHSLPPHGSLKLRTALKVSSTETG
\VIYASVLYDAPNGERCCVILNDIHVD
IMDYIKPASCLTTEFREKWGTFDWE
NTIAVNTDKTDLRDYVEFVMKETNM
QLLEPYQDVDEEELQGLSPTDEDGG
YGYVSCSLYARTVFGEDALANVSIER
DAQGRISGVVRIRSNTQSIAYGIGEK
LSLLDKGGIK




