UniprotKB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em‘ioplasmlc golgi i extl'"acellular
ID name sites sites reticulum apparatus membrane [region
IV5BAR9 IVSBAR9 TRYCR [Trypanosoma |Kinesin-|{19.946178 NaN NaN 30984116 MGKAEGIRIFLRIRPAAEDGLSRPPF |None None None [None None None None None None
cruzi Dm28c |like NNSGGGVEQGTYAVDHTFDLSTVH
protein FHVDRRLETDVVNNTREDYRFTFRR

AFEPSATQEEVFNVVAKDCVLAALD
GYNSTIFAYGQTGSGKTYSITGGAES
YEDRGIIPRALALIYDEVARRQRECT
WSIAVSYLQIYNDKGQDLLNHGRDA
RRLEDLPTVTIHDGDEEEMLLKGLA
QHGAPNVQEALNLLFLGDTNRLYCE
TPMNKTSSRSHCVFTIYLEARAHGS
SVVRRSKLNLVDLAGSERVAKSGVS
GTVLTEAKHINLSLHYLEQVIMALSE
QASGRREHVPFRNSFMTMVLRDSL
GGNCRTSMLATAHPATEHLPETIST
CRFAQRVAMIRQDAHINEEVDPQLL
IVRKLKVELQQLRDQLAFYTKDGGGA
PDRELSDDEKQRCQEMVRRYVSETS
NDERIEGFEGDLARIYYCFDVMKRM
LTTGGHTAGHRSGLTDGGGGSFSES
IAGAPPSQQQKQQEEEEEQKRLDVYR
IARIDALELSLQQKENEMNILFGVLQ
KAQRAQFNAETQTGLTANTSYSLSG
NNANTFSNNTSTTNRDSHTSATLQ
EGNLFSSPIPQQTLENGSHGAVRLH
HRALHDRLDAAQATAVDEFFRKQA
QLNEVYDLSPSRMQTF




