UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr"acellular
ID name sites sites reticulum apparatus membrane [region
IV5BAV1 'V5BAV1 TRYCR |Trypanosoma |GMP 19.946178 NaN NaN 30984116 MSVSGVGSIPVALTYDDVLLVPQKSP [None None None |None None None None None None

cruzi Dm28c [reductase VRSRKDVSTTTRLSRNIKLHIPIVASN

MDTVCEHQTAIAMAREGGIGILHRF
CSIREQCEMLSKVKRAQSFLIENPR
MIMAHQTQEEALQGLQWKGRKGGV
SCLMVVENFSTRKLLGIVSKNDLHF
IADANEPVSKLMTPLERLVVSTNTAIT
LEEAREMMREHRTSNIPILAKDNAL
IYLVTLSDVLKLTEKKYASLDARGRL
LVGAAVGVKKEDITRAARLVEAGAD
VLVVDIAHGHSSICIDMIKKLKTDPR
TNKVDIVAGNIATGEAAAELILAGAD
GLKIGVGPGSICTTRLVAGSGVPQLS
AVMECTRVARKHGVPCIADGGIKMA
GDICKAIAAGADTVMVGNILAGTEEA
PGRVLVKDGKKVKVIRGMAGFGANL
SKAEREQSLDEDVFAEMVPEGVEGS
VPCKGPLAPIVRQLVGGLRSGMSYC
GATCINEMQQNARFVRMTGSGLRE
SGSHSISKL




