UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular jextracellular cytosol |nucleus mitochndrion enc.loplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
'V5BB69 'V5BB69 TRYCR [Trypanosoma [NaN (19.946178 NaN NaN 30984116 MYLRCICNGEGMKSVSSLSQLHNE |None None None [None None None None None None

cruzi Dm28c

IAEKLFGRRLFLAVDEEFVCSLHCFP
PTETQRAGGSVFSVLYRDLVQRTCF
RKSSVSTGIPRLLFSYVAEAVLCSRD
GEFMGPLCSPLRKSHTAMLRSNQY
FLTEKSDGVRVILVSFCVHAFPCWV
LRDAEGPTCNILRLDDVAALEEMRQ
QFFQGATSQSNSRSLQISIGSFYIEA
EGSKTYNCEMETFTLKSCPESNSGV
FSNGNIIMAERTQGTRHMAYCFDRS
MEQAYLLLEEYAAPTLSAFAVDGEM
MLALRDLKTRETRPLYSCFDVFRYTP
MKDAVGTGVCLTRWPMSKRYDVLR
DHIIASTHASENLRTQKPLLHVFAKE
MFPVKNFGECVARLRRADTSGNTG
GVMYYYDGPHGWTLSDGFIFTPEKF
DLVHGASKEQLKWKWPSMLSVDWS
LAAVEGRTDEYVVDLFFRKRRFGHR
PDSVGRSRLSSAMRLLNPFSLRIPTG
RSVVAECVFDRHKKSWSIERLRTDK
SEPNSVVTVISVLESLVENITLDVLV
GMLGVEDTVSNRDLKSLQEATDLEE
EGKIVSAPESPIEKKTCQLTLRATQS
QMQGEHEIHLYWTVRLLSEKQHIPC
IHCKVSECSGLGFACPMDDERSKLT
ENLYVELANAGGSYAWSDFTVSALF
DGDTGRWNIVSLHSKGDNRKSTSV
GVIEHLQWLLVHGRERVLDVMPVV
NTKKPSGMMGEPMGELVEKINSHY
IACKTRELLSGKNRSVLRKFNNWVK
NVLISNAVSYAQSRSDKDSECGELA
IVADVCCGRGGDLFKWRAHNPRYLF
MVDSCLEAVAEAAGRYSVSKGLSLRI
IVPQDKSSIGVIAYFTVCDVFDEAGAF
TVKLDEFFNQHLKGRRLDIVSCQFS
LHYGCSTEKRMSCFLRAISKALRPG
GVFFGTTVSDVELLRQVAEHGPVFG
NSLYSVRFPSETPPDPSFGVQYFISV
EESVSELPEYLVPWNRLVALCSSVG
LLPVESLGFMEYSDMHYNSPIGQKL
RDAVLRGGKRDSDGHALLQLSSEER
EAASLFRTFFFVKNLVENEACFVNN




