
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BBE3 V5BBE3_TRYCR Trypanosoma
cruzi	Dm28c

Guanine
nucleotide-
binding
protein
subunit
beta-like
protein

19.946178 NaN NaN 30984116 MRLKSTPLSCAFAWAPSRLGTPTFL
AAASLAGAMDEEFSNEAFLEIRLVD
VTQTDETEMPVVARTFIPERVFRVD
WCSFGSACGMIAVACCNGAVYVYDA
SVMMKNYQLNPHSNTEEPLLCAITE
HRGAVRGCQFNPSQPNFLAIGAEDG
KWDVWTLEDPRDPQQVPVMSDAAH
TAAIVHLQWHPKYPHIIATASSNCVV
NVWNLKSQTLAVSLNVSKGGKSGA
SANAIAWHPVVATQIAVAMDEKDSA
IQIWDLKKSMVPLREMRGHESAVTG
LAWNPGDASMMASCSADGKTIWW
DPSTGEKSGALQQENSYLIDVQWSP
VLPAVLATSSFEPLLCVSTAEDVSTA
ASAGGPVPKWLKRPCGASISLGGFV
ASLVPNSTKKVGLTCVLGKSAMSPA
TSQDLAFCDTLRKIPRDSEERVKWL
KEQNYSLLAAAAACKDDRTPILAYLN
EETSTHDEGEDPFETMEASQKSLED
VAAAHIAAGRIREAVEVCLDSCRFDD
AFVIAYLQGGTLLQRVQQEYAHYTLT
QSRQKRHVVYAAAIASGDFGSLTES
ENVPWKEALSVIISFVGDGFSAACDR
LGEALKKKGNREGAMTCFVCSGNV
DAVMQLWREDNTSLGRIMRDALLL
EEVTGRRVTSAFFSDCLYEYGMKLV
GEGVLTEGVPILQRSASIGNHSAAV
MVDRLKFYVPVGQVVFPFAMMPLS
DSPSPSCATFITQQQQQLRAQTQQQ
QXXXXTATITTTISHAWSISTASKAIA
ATTNARAPPPATTTTTTAAAFVAATA
TTTHAISKFLFTTTTTTTTTTTIAGYY
GDSFGWSYNAPRPNRGSSPTSTYAS
PHFLVFVNEARCSCVFRIPTGDGFC
WVQQWHAIGTTSPATTVCTTRRLCR
TTAKLC

None None None None None None None None None


