endoplasmic |golgi plasma extracellular

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion . .

ID mname sites sites reticulum apparatus membrane region

'V5BD69 'V5BD69_TRYCR [Trypanosoma [NaN [19.946178 NaN NaN 30984116 MFNLCVMGSAPATVKEQVERALLAA [None None None |None None None None None None
cruzi Dm28c IYVPARFMLTRLEDVKEREDHGRLLS

QSFRLLLEAXXXXDAPPTNPQGMPY
DCRFFWTPESTTDEVVTEVKSLLDG
RRFISTRGVVDMSTNFLSVVRDGLA
PNSGLFNLQSIPQMAMSQMRHFFT
TSKLSYVEGAQLVLERLVDTTMQPE
KLRMLLMEAYAPCRWSGLSDVCPV
TPLLLDETDNNKAMDGHHHGANKE
TGAAADPCWRDMSLMELYHGPTAA
FKDFALQLFPRYFDIAASNECTDTPP
SYVILTATSGDTGVAAISGFVNAGSP
TRVMVLYPLHGVSPVQQIQMLSYDN
GASVRVYGVKSDFDFCQSTVKQLFA
KRSLAQRLWSDKKIRLSSANSINWG
RLVPQVAYYFWAYRQFVQKRRLQFG
NPLDVVVPCGNFGNILAAFFAKRMG
LPLGKLVVASNCNDVLFEFVETGHY
DIRQRHLVQTASPSIDILKASNVERL
LFLISNGDAAFVAAQMHRLETEKHF
NLQGDALNAMRDVFWSARCTEAEC
IAATIKEVYEASAGRLLDPHTAVAVFV
ARQFRRFQLEKGLSHRPLVIASTAH
'WAKFPRSVLRALRGEEMAYGITTSV
GGQVNPVRACRELYDEILTHCPGAT
IVHPALNAALAAAEANAFSPREVEAD
IVSRVEEELLQFVSVNSA




