'UniprotKB oglcnac [phosphorylation

Entry name organism [full name oglcnacscore | . PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane [region
IVSBEV7 IVSBEV7_TRYCR |Trypanosoma |Present in 19.946178 NaN NaN 30984116 MGVRSAGGGGTVVLAGNVGITAILA |[None None None [None None None None None None
cruzi Dm28c |[the outer GLAIVLSAVTYIANRRRTNEPHLPGH
mitochondrial VSLRGKRAVEERHGLHGNSNNKTG
membrane GVTGTGGGGSASRQTGGVGGGGGG
proteome 34 ATTGPKSYCALRAERHVGQYNANLL

EWRDDVIGVRMLFSPILFAVETEER
QAPLLLVALRYLRQPEHRVAVIIESC
VTAATAEEYRDGSLARIRDCVKLLSC
GITRIGVASHPSAEYCYMDAGNNLR
'YALSVFLTHGNLAVTAQYVADTRVK
GVLPTAFNELVRSIQLQSPRPTPSYL
LCAEPRLGLGFRLPLDFAMDDQLRE
SLVVSDDSLVKSVGFEGSHGNSNFV
NAGYHGVSKLLPAELMSSTRSLRHS
LGSVDEKTSAGIECGTPFAAVAGCGS
RRMVVVACYEPPARCRVSWQLLFER
LLRTTLARFSAVQGGGVRDDGEEQG
KGTAPISVVWCAGEQELSRKNDKEN
TFIVRPQQLVVPINGDGAVDDGTSDT
LLLDGSFCVQEITLDSEGASFPVLRE
LLQLQCEEEGEEEDKKDVGGGPRR
DEKKKMVEPAVFSAYLSVFCLRIRDE
CVSISFLSSATRHTLEEFITFCHRTL
DTVSVGNHFGQSTSIIYCNTRHEVM
PFNILLEPASAGGTTSVLVEEPIIGDP
LALIHVSGLERVKVLLRVFPFPAAPL
TSSHSQRRMAKRLEKIVQNYLSQLP
DSVCVHHLGTTMIGSRAALEIHYEQ
MVDDDDSDAGLLALDEEVGHINPFA
SYWGTSSYSAVGVSAAGSAAKSTFSS
FAPAGAPTLTSSCSVDPLLLRSSSRD
SREEVASMRVAVVLCFEGFGFLFIAS
SMDYSLNAVRQVVRQLAANVSVGT
GVPT




