UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
\V5BFF6 IV56BFF6_TRYCR [Trypanosoma [H(+)- 19.946178 NaN NaN 30984116 | MGEMKRFIVAVAAVCLLAATVSAAP [None None None [None None None None None None
cruzi Dm28c |exporting AGGEGEKLLLKKDIGAHRLSQKEGD
diphosphatase ANNPLEKGGSNNKERTPPLMSADV

TTVIIVTSAALGFSFAMYWWYVVSDI
RITPGKDQGMRNAYLTDEVMRNVY
VISRRVSEGANAFLYAEYRYMGLFMI
AFGTLIFFLLGVAYSSPQEGSRPVAS
PWANAALSLLAFFVGSLTSVFAGWI
GMRIAVYTNARTAVMATEGSEEGDQ
SLGFAKAFQTAFRGGITMGFALTSA
GLFSLFVTVKVIGAYFDDVPENVLNV
YECVAAFGLGGSAVACFGRVGGGIY
TKAADVGADLVGKVERNIPEDDARN
PGVIADCIGDNVGDIAGMGSDLFGS
FGEASCAALVIAAGSAELSSEFTYM
MYPLLITAVGILVCIGSALIVANNSGV
QRAEDVEPTLKRQLLFSTVAATVALV
FLTDFGLPDTFTVGTTATTKWRALV
CVMCGLWSGLIIGYTTEYYTSNAYHP
VQEIAEACETGAATNIIYGLSLGYFSV
VPPILAMAVTIFASYRMADLYGFALA
ALGILSTMSIALTIDAYGPISDNAGGI
AEMAHMGHEIREITDALDAAGNTTA
AIGKGFAIASAAFVALALYAAYVSRVG
IPTINILDARVMSGLLVGAMLPYCFS
AFTMKSVGLAAMDMVNEIRRQFQN
PAIAEGTEEPDYESCVAIATQAALQQ
MVAPACLVMLTPIVVGVLFGRYTLA
GLLPGAIVSGVQVAISASNTGGAWD
NAKKYIEKGGLRDKNKGKGSPQHAA
AVIGDTVGDPLKDTSGPALNILIKLM
AIISVVFAPVFESQLGGIIMRYIE




