
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BJJ8 V5BJJ8_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MDNNTVVLSVLEDLIHWPIPPVDPF
SVDPATFGAGGADADADAIWHEEAP
LTAGGAEDLDEEPGERQRSRYDAVL
RLPALAQALGSRWAKVEVIPYLLRCI
EEEDAELSFVTGMALIDFATSTFTYQ
RQPGSFLPSSKARPVTLFLDNDRPLS
LENLLPVVVSMGASNDAGVRRFLVE
VVIPMLFFGVPLERNPDLCDWKAKY
LKVWPDGGDGAELGDEPKITFDTNG
GSGSSSGGSMNYSSYTTNGGHSGR
RERARNRVEMRHSTGCNGGGGNIG
KYHAGKSALGSTTEVWDPFQINVYA
NRLRSSVATFLRDVSKEKAEAEGPI
MASSGNAIEAHEYTENSCRREAFRS
RWTLFVGLMESMLKSEYAAAVSSAV
ECISNVFSCIAWFERMERRQELRPS
SSPSLLRSIEELVAFVFTTTRTHVGR
SISSGAERPCEDLMMLLSEHRLIVTR
NPAISSTIAECRSSIALGCGGLGAAE
REVWNLFMGGNAPVMHRVVRMSL
LSSLPQLIQWTNSAARSQFAGTLDW
LGGLSFFSVSDVFLQAIAAPVPTLFA
SEEGGSGDDKKDLNEDCSVKAKTTT
IKEKVKKEGMDIPHAMWPPLESEVS
HDSGIAEAVIDGVQHLLDELLRPHTI
KDFLQVKGDCSSELTLVEKMDRLLQ
LCRIYRDCVVGLAALPSWRTRWLAT
QRLPHITAAVVEVLRRVGDDDPKDG
PALVEVCTEFLCQLHVEQWSSVEGR
DRHMRELVRDKEEEVRCVISVCAAG
VFRALGQGMFCLVFPRGVVVDMKS
KSLVVSETREGSSVSKARHADPTKL
DKVGEKAGNNGGNGHGGLLSVSIL
VRLLPKLFDVVFSSCACVLHDPEER
VRAGAAAGLSALARTLSAMVMACDL
HVDELGKSTWLQYLDGTTMSLMML
LTDKSPTVQIALVTELAALLVSSVVET
GRLAATIGSHRKDGAAQLRREALIAC
LQSLSRHEVWRYRERYARILSEMCV
KFLAPNSLAAVEAVSLPPGGEAHILE
DGLRESSVAAGRPSGVVVAEDGVNP
LHGFAKEALLPLLVEVLFDKVKAVR
DSALESLEKMCDQLSAARSQLQAAS
SSNDTSSGVGGVGMAAGGGSRSRIS
RGTASSSKSNRQKPHHNQQQHDDD
VFINDTLWPLIVRSPKAMATYLSRSS
LLRIAVCLGVDKESILLPLLDHLGHD
AVLNVRLVVAKELYGILAGSSTSAST
PAARTSKVTFTDQEKNGVVLQLLRL
LVEDKSGDVRDEAAKALKLCF

None None None None None None None None None


