UniprotKB Entry name organism full oglcnacscore o'glcnac p'h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
'V5BK60 'V5BK60_TRYCR [Trypanosoma [NaN (19.946178 NaN NaN 30984116 MNDPNDKFMAPRIGIEERTGGSCTS [None None None [None None None None None None

cruzi Dm28c

TDVSSPGTIPPSTSLESGQDMETAL
WPVEQQGGNNNSVIFDVGNSVEAG
LAQEAVANVSLPSSGLINEGCTCYLN
SLLQLLFHLGYFRAAVYRMPEEGEE
EDGSCSISEALKELFFHMQERTTPG
HTKKLTAAFGWTERELFIQHDIQEM
IATLLRDNLEEKMKGTVTEGAINQLF
EGRGEQVVMTLDKTYVSRSRDIFYDI
HLPLSPHVTLIESLRSLTVKEQLVGD
NKYRVEELGKEPEYKDAEKSYEFCR
FPPVIWFHLKRFEMNLMSPSLEMK
KVNNRLEFPVELCLQEFEKGGENCE
MGKRQNEEPKESNGNHAEEMTEK
QKQQQQQQLQQQQPFSTNSPAIYDL
QGVIVHRGSVRSGHYYCYIRQWDPV
QESFLRWIEYDDDKVTVVSEDLAVS
NNFGGCVTRQGRQSSVMATNNAYI
LSYVRRADCAKVLASPAADSIPQRV
WNAYQREVLEDNRRLQMENEQRR
KMNLVIFTDELIREHVEQFQSETFPR
DIRASAKLGIELGIEKRDPVRLVYEVI
IAAHKQLRALQLNPGEFRLWRSIANR
SIRPNLPLKTYEACGDTLMAEYLDKG
EELNSPMTSIFVYLQLPTILPPFPVTD
IATSFILQSQKSEGVNEIACSILLRQSV
KLDSVNLCLEYGCYRRSQFFVYLEL
RSEEGFLLEYKDRGYTNERTVFNFK
IVNPELQNILGLVYRIEMPKAAASVRV
REIRLSAPATALPTLQPTYHPGEAVL
PEANEENVLIFFKYFNYITCRLIYAGS
IAIVPLTATIEACGNVLRQLLDEDGAT
TEPIQMLEEKHATVRPLRNDETIASA
RITSAAVLIGQREETPLVCRYPRVEEY
LNAILHAVLVRIVHIKFEKNTTPHLW
MFDSSGTSINGGSVISTSSNGSSSSN
INFNTTGRSGSAGGGGGGGGGDNN
SNSSGVLVGSDREGGVVGDSSVVEF
VLCTKDEEKECCDTSFYASRRFDVN
EIYMRSMNTQWSYAEVCEVIGAASG
FDPNYIRLYRGDANAREQVSPEADP
SPSTMSFGELLGGGRNCVLFFEVLP
KPRRAIEAMPRVIVTVRTETNEPLYT
EKIVMRQNASFGDLVRGTLERCSRM
LRRRIPTTTAAAAAKDGNSSRINKSS
DGCDINSANMGDGVEVPFRIASHYV
IVVVDVGVGTIRKIIEAPMTPDGKCN
CGLPIKAEREPLTLSLLPARPLMENE
FRLACCHGDWPGDMYGCQPFIFGQ
PFFVTINNATTVSGAREVLLEYSGVP
PGEVASSRYGVVMYTDIVRHFPNWN
ERLYLYWKNTENSSGRIPTLLLNHK
RPREKPGSRYVVQNNPALRISKK




