
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BNF6 V5BNF6_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MLPHAEVETKSLILDLLIQNARAPQT
SITSWLCGYPLYGSSEELLAGYCLEP
VIVGANSREVEVAYPHIAVKYVKLVY
LLRANPSLSTPSLQRLMRRSGNDE
MFYFLQTLRPDQCSPLVLNKYAFVM
KLLALDVFSIGTKKPEELHVSLYSTP
NSSLLEVLFLLLHVSPPSMSLKSEEY
VSPGVIAGHDQSVTVDFAQWPSFCL
KSLPLFPTNCVAPGGAEGYIFRANDS
TPQYSIPLLYEAFQKESQLNNKRSLS
QKEIRERLSVFVRANECLAAYAGGV
QFIDGWCSLAKIAVTVLDKIQQEHIV
YLAQCVLEGVQLTSSLTVAAQEQIVY
PLSQTLSTLMAQLKRKAAVTHDGSH
GFPSKNGAQGTIAAYGSRFGDETIM
DENVSFSRRARPDTTDVLQTSAVSQ
TAKSSLVENFNRLSRAVKRDLTGAII
ESKQEATDMFDRSLISLENLQLLKS
LLVTTVQWGSRVTMARQHFYSAMM
AFLGTPGVSPDDITLQRHYTALFDVL
VQDITTSSYGGNKLSALALLGQLLNL
SPQLCEMLCISSTSDGTSPQLMTCII
SAFQAIDESISALFAHGGTEVASILW
LAQIVFDVLMVISQKHAIRLTQINAL
SYCTAMRTWKTSARVLLGHTTSEND
AAAYGLENIDAYREVVKSVLLLATRW
FNVVLSALDNSEAALLPVAEFVRSN
QLLFQSVLSSPYLDFHRRHVDLLTL
DLFSEIGGMLYRLSCSPLVDECRALA
HLFALPDLLAVLTKSEFTESPIFITGN
TTAPVSVSSQLTVKQTGSLPSPTQRQ
QIYVAVQNILQFLLRAENLGALFATW
GENGTAVLNAEGAVVEEQPPRLCDE
ARNRVLMVTITEQVVVIMEKFHHGE
VVQAVDFIPHLVALHSLVLFLHAFLL
LDRAAHVKDAKSQWGSIVHALEEAQ
RVVNLWRAFHSDYLRGLRVTRVSGD
RWSVAAPSVSNQSIFPAISAPPQDDT
SCRTNIYHQHLLDAPMRQSLKQKTD
TAMEQSFTNQLSTVTLPTAGSGAMQ
LGTTVDAASLAFDAVTLPPAAGDASI
GALTETTRRNEVALIDEVRSVYPGRN
DVLIMESLLRQLRVSISNALRLASRT

None None None None None None None None None


