g;l iprotKB Entry name organism |full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
'V5BP59 IV6BP59 TRYCR [Trypanosoma (Guanine (19.946178 NaN NaN 30984116 MRLRSFLLRYYPPGITLEYETSGGEV [None None None [None None None None None None
cruzi Dm28c [nucleotide- REKTIDLLTLTTQTNLDRLAAEIIKEE
binding PLLSEKYTPQLLSYLRRLVEKLKAGY
protein NNKQTFYLFKTLRAHMLPLTNCAFN
subunit KGGDSFITGSYDRTCKVWDTASGNE
beta-like IVVSLEGHRNVVYSVSFNNPYGNRVA
protein TGSFDKTCKIWDAATGQCYHTLSGH

MAEVVCMSFNPQSTHLSSGSMDYT
IAKVWDLETGQETFTLLGHTAEIVSL
NFNTSGNLILTGSFDTSAKLWDVRT
GKCVHTLSAHRAEISSTQFDYPGNL
CITGCIDRNCKLWDVGSGQCVATLR
GHTDEILDVAFNATGSSFVTASADAT
IARVYDTATCNCVASLVGHEGEISKV
QFNPQGTKVISAANDKTCRVWSVET
GQVLQCLTGHNDEIFSCAFNYEGDT
ILTGSKDNTCGIWKS




