UniprotKB Entry name organism full loglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane region
'V5BP67 'V5BP67_TRYCR [Trypanosoma [NaN [19.946178 NaN NaN 30984116 MGANHRHHYQQQRPITTRGQFNPI |None None None [None None None None None None

cruzi Dm28c

HDFTYAMGRGVRARDEKKFEKLITN
PGPLRIAYSPDYLDWLYRCYKAKGKY
MDARAAAEKKFNGNIISGGAVTTSS
GEMSHPLPGAPPPGMFLRPPNSFRR
LSGEMKRKHAQETLDEVSKAQGML
DLFERQPQFPAIHIDRCTRFHLVELF
KKMVLERSLEAVAIWDKALLYRAILS
ERKASYPASFRYIFKAVEDTVFAHSS
IVNCPSLEAYYYFLYLVKKYYIDNAVE
IAHVVLRCHREPNATDLLFSNPPPKD
EVDVRHAIEALLSEEATSHAASSSTS
GTAKHDDPAATDEKHTRGENEQKD
SANANAKHPCRFAPPSSYPPIETLW
RCEENVPLLEILLFGEFNLIVSENPF
IVKFPTAHAFLTRPYSTESSKGPIDGA
SLANVIAEKRGHLLPSFPMNVASAID
GRAQELRRLQQKHHRDDTVSFQTLL
RSTHVDDNPSTFSSYSDWSYFNPKA
IVRAEERDRLTRKGIDALKKYDSATED
TYRRSFEDAQASNFQRVTEAWNTFP
PYLPTLPHFVSIIKKDSHISFLLHVGL
PERCSSAEAAAKHKEFERRIYQLARA
LYHTALEFHKETVRRVNRQKVNVAA
SLLDSFFEQEWVAMLRESESLENSL
EQGAWPDKKTDMARRLGRYIPFARR
SLDENGFPTDARADDYARWMEAPA
RTKGAA




