
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BPJ2 V5BPJ2_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MNSIHALLELGVQRRNVERESRNAK
KENGEAKKQRAMGIVSAIEAKQQML
LRSLAQRFVYPASEYPPTAELAELSD
LFTNLLRDVVEQGKIFLLYNCSSDAC
EARRCTCAKEGSGEVGDCSKGRQR
GEGNCRLCSTSGRGLLDVLGRISTN
VLHESHAGASSCVDNIPLIEQWDAE
LQAALHHVGDVVSRAHTEMLVVLD
ALSDGRFPYLTSGSSTKESPPLWTEI
VRLFEDAFESVLTDVVRLLLWCIHQ
HLLGRGGLAARPLFAVKSHWSYSAS
SVVTCPLPSELHERLMRRWKKELIW
IVVPEFRLSQMTKRSVPMLGRVKRP
MMRTMFMEDSANNRLWEALHYAT
SQRCDELQETVRGLTNTYSFCFSHE
EEYYSQLGAQRLRELVNTVRSYGMN
GVKHAGAGAFVVQTEVLQQVALSKL
EPALKSALVTTVPATMRGDEGITVFR
WKALMDVKDDASPAGSLSNRLNAF
RAGRKVPNKYDKGLEPLAHTQRFLE
EQRAEVKRMRQGRGTALEEGDKTQ
AETRQSNGNGSTEDNKRSAAVAASA
AVSRRYINRFASTSISPPILNKLGKQP
LAANATAIGKKMGYETTPPARVLPSS
ASTTTQSTNEEKTPTGSTRHVSPLHP
QSGSGRKGGRNFPSRHSSEVRLPTL
GNYTPSSSQQFVRTRPASREAIAQN
GREEQSAPVMSCVDISKQSGDEQKR
PASKEAIAENGHRDQPTPVATSVSSV
VERDVADDPVAAEPNPLTATSTLNS
PPKTAVVNAAAAESAKRRILSLKKVC
PFLPEVPFSGIFLEDLNLTDPRVEAA
MNRMRAVRGNASVTRDYRSIAMAE
DSLCAVVESIAEEMFNATSRMLSRY
PFLESRVRGVLLGNIPELETDEDIQS
LLMIRRDAERARRSTASIDKCLRERA
EALINDIPYVVEPERYGAHPFLLAAP
SASSATSHRSRDEKANSDGDDSRAT
QRVGLQVPTPPGSDATSEVDKTAQA
ETVLNDGEPHRAMDGREEQPRQSN
GQEQPMGAVVKPVTTGGFTSQPLAA
DPGQKVVENNGALSSERPYESHLPQ
HSSFAKARMGGGAPACSQTVVQATE
EKQNFSIPRVFVADTPLPAGRTGRAG
EQVQLLSSKPPVGPVVNASRENPVS
PFHRQGGKPFSLPLEEKQGANEVAQ
RAPHGIPTSNNIQSLTDFPIENQKMT
PCGPTFGTVKRFLESERQELERLVSI
LGGVRRAGMGLKEGKGLPTLDAAK
QMPSEEVGKRNSAEVTRQAAGKLQ
TGLPKKTSSSFSTTPNVSADGNGSA
GLSTPQPAAARREGAQLGLLFEQLPY
MRRSNEGNELLRKLIEERRRVSEGH
YTRERDLAALQSRQLKRSSHGPLPM
HPNFLAEVAARSSLGAAVPNGADGG
QARLLPSLSQGPSHDSCATQQQEQQ
QQQQQQQKHSYGNQRSTWGRYTIE
RNPPTSVTVQRRLSGTPGLLQQSNE
DRMRFPTISVVISADHISQAPDKTEY
EKSSNNHIGMSHRYMLLCRQAGIKP
NSMLLRALPDTQGVSVSRVDTSGNY
IGPKGLMPLLQVLRENTGLKYLNLS
HNNLENDEVIELVSFLMNPSGASLQ
SLDLSDNPISLAGGAAILRLAQARPS
LLSVRLRGTLVPQPVIRSIEEVCDSN
RASAS

None None None None None None None None None


