UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane region
\V5BPJ4 IV5BPJ4_TRYCR [Trypanosoma |AP-4 19.946178 NaN NaN 30984116 MSKLYRAQTQQGHSRGFFEYIRSVG |[None None None |None None None None None None
cruzi Dm28c |complex ESKSKQEEDAIVTRDLAELKKTLASN
subunit NIEKRLLKEYVVRIFYAEMLGVSAEF
epsilon AHIHCVNLSSSPDLLSKRTGYLGTW

LTVGPEHDLMYLIVSNLQRDMKSSS
FLDIAAALTAASKLVRLELMNAINTE
VVGLLRHPNALVRKKAVSTMHAFYR
KSEGLIGDTKIFRQMLCDADPSVMG
AALPLFADVICTDPTSQRELISIFLSIL
KQIGEHRLSREYEYHGIPAPWLQIKL
LQMLPILIGDEPSLARKCEEALREVIT
RADNGLVIGYAVMCEAIRVITLIPTIP
TLVELAAEAISKFLSARKANLRYAGI
QALSQIVRLDPKYAHEHQHVVMACL
EEADDTIRRKTMMLLLAMCNEDNV
EVIVTRLVKSLSRTTDKYFREEFTRRI
CDVVERFSPGAVWYIETMNKLLLCA
AEHVPQITIQGILKLIVEGEGKDGEK
DAAFRTFCVETYFDLLEGSQKNLPE
AFCRVAAWVIGEYGFLAKRISRTMLL
DRLCDMLERAECADTRGWIIMAMIK
IVAHAGAMPDNVEDLITRFKDSRSV
WIQQRCYEFSELVKMPVLMKKVLPL
DGCCEEVDLDESMGFLDGIVQEALL
AGARPYEKREILLGVKEEETLRTDAY
ELVRTGVVNENELDPENFKTEEPHK
LVIRPAVKRWGLKNLEEDITPTEGNP
TGGPEASEATGSMDCFSEGAVLHHV
DPHAPSSLSTPSAAVNLPMPREVSK
PSKNKKFLNDIFSVGNKKKLNVRGH
NGATESLVHAGKGSEENDAGSLLSI
HMEYVRELATTGVVVRIVGKVGVEN
'VVISMRAPHNCTLRVVSCSATSATV
DGTAVTLNKLQANQTVEVEMQVLP
'VGFPKEGRVLVEITYRSAVPGDPQCA
SVSRALSARDILRPPAQMTTAEFGQT
'WVGLREECKLQMSSATPLTPQSLQN
LLMERASLRVVEAIRNELITAAKLIGT
GKPVLCHVDVVGPNAANLTVRADD
KGFAAYVAHALSPP




