UniprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol \nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
'V5BPL8 IV5BPL8_TRYCR |Trypanosoma |pyridoxal (19.946178 NaN NaN 30984116 MSEEKTILSIQSYVTHGYVGNKAASF [None None None [None None None None None None

cruzi Dm28c |kinase PLQLHGFDVDGVNTVSLSNHSGYPII

RGHRMDLQEYETLMEGMRTNNFLP
SYRYIITGYINNADIVRKIRDTVKEIRT
LREKEGKKLTFFCDPVMGDDGVMY
CKQEVLEAYKELIQCADVATPNYYEA
SLLSGVNVTDMTTALQAADWFHAQ
GTQNVIIKSFRTKEDPQNLHFLFST
MTTGGKTPQRFTGVVPYHEGRYTGT
GDLFAASLLAFSHQHPMEVAVGISM
GVLQDVILATRNEGGDGTSSLMNRE
LRVTKSVQSLLNPATVAEVKPM




