UniprotKB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
'V5BRUS IVS5BRUS5_TRYCR [Trypanosoma|NaN [19.946178 NaN NaN 30984116 [ MVITRSQSRKEARSLICTSNGKKDD |None None None |None None None None None None

cruzi Dm28c

APGVVGDDNQNSTQERLGRGCRIPR
EPPASYDSMYVRKALLPSVMRRAEN
EELQINSRYPQRDAAKRAVLRMSST
LHSLGERTRRNFWPLEDNNGDGDD
ESSSNDGSEDGNASFQSLGRKYNGT
RFTNLPRKRVREPSINSFITDDSLRE
GSNGRGKDADEELLVEDPSSLSSAE
GCISEGEGRRVFRKAKESTVKHIPIN
HYLDEVMKASERKTKKGDKQKGKT
HRRRMEEMFLGLNEAHGGPVGAGK
GGEGRSITETPAPLGDITPLHIDTSVS
FEKVGGLPGHIVMLREMVLFPLLYP
HLLQTMNLTPPRGVLFVGPPGTGKT
LMARALANEAASCAQRKIAFFMRKG
ADILSKWVGESERQLSLLFEEARRR
QPSIIFFDEIDGLVPVRHAKAEQSQA
ALVSTLLALIDGLDDRGQVIVIGATN
RPDTIDPALRRPGRLDRELYFPLPDA
AARRHILSIVTQPILPLDHPDRNAIM
EELATRCEGWSGAEIQALCTEAGLN
RLRTSLPQLYVTSRRLQIPNNALTIQ
KEDFFVAAQRFKTSVRRGTESIVKGL
EEHLEHLLYSTRMKLVSHVASMWP
SAATALANERRDCSNASDAVQELIG
FPIPHTVKPMLLFLTSSVGRNVYGVE
SYEFALEKAALAFIKALPSIRVFTLNL
PNLVVDRGSAPMMVTATGSAVPEG
GAGNFEELGFPLNNSFTSGHIYSCI
MAIQRSSGPSLVLLQGLDLWLAENG
CPITNEEGNEGDGTDEERAQHKKQ
MESFCYYLALLRDSDVLIVAPTLHCD
IVLSRFFGGLRLNTQIHKTVGNVPCA
PSVDDLQRFLQYVFHVVELALLHCT
HTVWEELHEDISPPPPPSMEEVRAA
RHGTLELWRRVEYRRRQLRYVLSK
'WLGQYLVSRKFSILCSADLDFTPSH
DLYDEWRQHTQGSRIGLCDVMEKL
ENEEYTSLSQYHDDIDMLVRNVRTF
FRTRSSTDQRYRSRALELKETTVLNL
'YKINRNVVQFCEQYKDLAEPDVSLS
SLSPNDDVKPRMEEPTESRAVQSTV
KGKRKPYRYYCDRRRRRRKVRKTPK
VRENDNLHKIEDENEEETTREEGRS
ANRDELKTEPAAAETLPRDEEEVDD
HAVIVERNGINSSDFSSSIAQCDKAA
EIRVSMEMLQGLSFLELHGVFQAA
MSLLEEEVSRRRNQQQTVSVSPFTG
TSEVGSTSFFLWMLEEAVRAAVKER
RTSD




