}II;I iprotkB Entry name organism [full name |oglcnacscore oplcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol |nucleus mitochndrion em:loplasmlc golgi [plasma extr"acellular
sites sites reticulum apparatus membrane [region
'V5BS80 IV5BS80_TRYCR |Trypanosoma [Probable [19.946178 NaN NaN 30984116 MHFNTSYGQKDVPPPFTPQFQWGG [None None None [None None None None None None
cruzi Dm28c |eukaryotic RPGAFVNGSPQSAYNSYQPRAGGGF
initiation DGGHFRGGRGRGGGGYSRGGGLGQ
factor 4A

ENGFNRPLQYQGESPSHAYHREEKP
EEEIFKEHTPGINFDQYEAIKVHISP
NDIPPMESFASMNTPMALKENVAR
CRYQKPTPVQKYGIPVVLCGHDLMA
CAQTGSGKTAAYLIPLVSSILSNVTP
NHQGQGSRSSPAALVMAPTRELSIQ
THEEGRKFTYRTGIRCVVVYGGADPR
HQVHELSRGCGLLVATPGRLWDVFT
RGYVTFSSIRFMVLDEADRMLDMGF
EPQIRMIVQGQESDMPPPGQRQTLL
YSATFPTEIQQLAREFLHRHYFLQVG
RVGSTTENITQDVRWVEDNDKREH
LLRILHENQNQLILVFVEKKRDADYL
ERFLRNNRVACASIHGDRVQREREE
IALKMFKSASCQVLVATDVASRGLDI
PDVSIVIQYDMPSNIDDYVHRIGRTG
RAGKVGRAISFFNEKNRNIVDDLVP
LLNETHQNVLQQIMDLTKRPNVNN
GRGGNAGGGFRGFHGGGFFGGSGF
RGPRGGYRGGNNRGGYGGGYGGGY
GGGYGDGFGYGSGYGANMGGGGRG
GGSRGYGGSSAGGGAFGGPAGNVR
SMFADGLNS




