UniprotKB Entry name |organism [full name loglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
IV5BSI2 'V5BSI2_TRYCR|Trypanosoma [Aminopeptidase (19.946178 NaN NaN 30984116 MSSVINSVKLHNPFVPSSYDLHVSV |[None None None |None None None None None None

cruzi Dm28c

DLANWRYEGKEKVVLRRSPGVEASR
EVQLHCGNSVNIQSVTGATIAGRDE
KAGILQLLLDGEPADGHTVTFAFSH
EIREEMRGLYRAVFKTSDGAEHRMA
ATHFEPTAARLFYICQDEPSARADFT
LHVSLPSSMAGFTVLSNGPLKSKET
QGDTVTHHFETIPAVPPYLTSCFVGE
LEFVGTTACGIPVKVYTTVGKSYKAA
FALKTTAFALEYFEKFFKCKYPLPKL
DVVAVPDFPIGGMENWGCIACVESI
LLEEQISSVESLKRAASLICHEVSHN
WFGNLVTINWWEGLWLKEGFASW
CGYDAAHHLEPSWKLNEDAAMEVT
GALVITDMYEHSHPVEVPIHDPAEIT
QIFDDISYSKGMGLVFMLQAFLGEK
WAASVAHYIQKHQYGDTRTIQLWQA
LEEASGVQITEAMQSFTTQMGYPIIH
IVSRPTPGTVVLRQEPCQFLTAVKRN
TTLWCVPIVLQGVGGATHRVILRGSE
PQQVELPHEVAKSPWINANPSGRGF
FRCRYDNEMFSSLMSAYSSLAIPDR
RGLIADTLASIYMGNEDFDRMALFP
SLLGKLESDKIVWQEYYKSMENILAI
LEDDAEGNELRRKLMHSIDEKATKL
LNTEPNTMEERLERALYINAAISTAL
KLMPLEVVLQCPSVKWAIKQAECYM
EGGTPSLDTLAMSLSAYVRLGPNAA
IAARTDALWERYTRVHDSDEMCRCIL
RALCWAEDPCYVENTAKKCIYNEGI
RAQYGGVIFLGIVSNPSMPKGYAWS
LFKKHFQGVEKQWGSGTFRIQNIVE
SVARSLTGETQAKEFHEFFQTHPLP
HARLAIHRAVEDIRLRTWLRSKWGV
GTRLSSIFFPH




