UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol \nucleus mitochndrion enl."ll)plaSl'nlC golgi plasma extr.acellular
1D name sites sites reticulum apparatus membrane region
V5BVUS 'V5BVUS5_TRYCR |Trypanosoma [NaN [19.946178 NaN NaN 30984116 MGASSSNTGQQHVFAFDKIFWSVPP |None None None |None None None None None None

cruzi Dm28c

HVLPLFPSAVAPPTFTPRSSIGETATS
NNVSRSASLFGAPSACSRNNSYIGS
LYEPISATTSRVPFSGLPCFANVPAY
DDQASVYAFIGPRMYESVMTGYNSC
LFAYGQTGSGKTHSLLGPPEYVSLRS
EERGIMPRLCEDLFELMRKEREEDE
SISYNVECSFLEIYCERVHDLLFHGG
GGGRDTAAAAGGAGAAPLQSPSASS
QSSLRIRQHPSRGPYVEGLSLVKVRD
IAEGVMKQLMSGLRERATAETRMNE
IYSSRSHAILQLHITRVAVVREEAAVV
TKTRVCKVNMVDLAGSERVSQSGVT
GDRFEEARNINLSLTTLGRVILQLSE
KQSGKHVIPAYRDSVLTWLLSDSLG
GNSKTIMLATIAPSAYCYQQTINTLR
FAGVTKKVINVATVNEDHHFQKLIA
AMRQQIVKLTLQLEKGKAAEVHREE
IQAFRRERDELEAQIDSMRATMSTM
IVPATEVATLQRRITDLEEDNAQLQK
EKNQVQRQLVSTTTALREELTQKRG
EIMKLHEALLRKDGELQESLRRYRE
ETVRRETSSQQLEQQQHVASSAVVD
TREGVGPSQSPPAAWKENVVSSGFE
IAPPPLVIAGRSLRHEEELERRVGVLT
KELKAQQERAEEAEKAKSSLQEKMQ
MLQQEQDAMAQLLEETQQRFAEKA
HALDMAQSDLAATRTMLRAERGAN
SAAEGKNGLFAQLENVRAEYLSEKK
TNIDLLMRVSRVEQQLSKLKKDAAT
KTRDINELEQLLLEETETSERYYIWL
RYSQDELSILSSFLRRTLSARRKRIAA
LKGKMNSSVGSHAGDSVDLAGILW
EQAVWDCARGEAYSRALLEQERLNA
IIEMLGQKKVLYELSSGAAKDELMTL
RALAAEAAEEPQRLRRKVKSLELLIE
KASEERLNMQVTIQNSENARERLSR
QVDELTNQLEQLQQNNNALIEKIVE
EHSSRNMLGTCSVVSGSDSTSQEDE
LQEAEDTGKRQFQQLQRRLEKQVA
QYQEELGLLHAQLEKERHDKAEKRR
SMQRERDEFTQELRRVRNECKASIS
ESAQIVRDYEIRIKELQEMITTLRSAL
EEEYNNADKAKDEMLRAGMEKRET
LMELRRVIASRDALEMSRNDDEKRF
NELRTQVRELQLAYYKLEQQLTGMK
THTPDVYINIDRSFGTDDGENSWML
KAQREKEVLERQKRSVQRINNELLA
TVRQRNESLRAVHRQITKIQRGGVS
PDMAEMEIGDDNSPLGAQLKFE




