
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BWE0 V5BWE0_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MPARRSSGSACTKKNAGECAPQSQT
APANLPPVNSVLQELLMELGLTETA
KMLEEESCRRLQFLTSATVEHSNFC
GNGVQSLDVANTGEKSARGNSKEA
KTTLEPKGKDGNGSPLNVACKTEGG
TETRQPFXXXXQPDTARAAFVWNF
MHRKTGVDDETKNAGALQELCRIGI
ALPGWDAARATTTDCGDKNNNTTE
LVALTPHLRKLFNVFLDADSCETEY
GEKKSGAQSADILPPEWVSLLEVFFS
YVEVLWAQICLVEAVSWAEFTSQGW
FRHRKNILEMLSLLHEKLQRLLLDA
HQLEINRHLFESFTPSWGENQKAD
GLFNSEESKKDPSQLYSSANEVMIT
TKDIHSGIIALFCRGASTFRKNIEEVS
TWIILHCGQYNKRMESIDVSERKLK
EPISYTESGETSSSELKTEMEGSSAC
KPWHMLMGVVRRAVLMGSGEVSD
ASFDAGEPSFISSPALRWAQIFLRIQI
LAWVVGSVAEFAEVWLQNSQRFME
MTICKAEGRHETRRRPSIVSASLGF
WYQNCAAQISEIIDGTKGIRKDSPSY
SENGQGKGLSQRLPRSRRAKMADE
KENIGFTLVNTLKRAVHEFLAGTTTL
VAPLRLSLLGHEWQSETGANLPNH
KEVCGTPYLHDNMNNEVDIHMALL
HVLATGQPYQLGRAPKPRRTPLYFLL
KKVLSAPKILLDLQNERVPADIQLRS
MENPAANMFLMSSQRNGVASKFFP
NGNQGRATQTEKAMNEPVTVRTYE
GEISVSGEATSGFLDSQQFLSGGTGI
GAVLPGISEESVEPFMFPTLSLPIHF
QALVNRMAHQANEFAQSEGSVSVE
SDEEAVSSTEYNLDRPSDVVSNEVQI
VSVTPCGSLLALLTTKSRLVVFALRA
ANGLNQTNFNDQLQDSFCEQLVLD
VVLMKGLKDPYWYEQLESFLSFSPS
GQFLLCSVQNAPPFVPEGDEASRSH
HATTGKVFLYSLHRAECGQIDASDV
SRHSAVGEEDRLYAAFRIHKTLITVA
RWLDPRFWRGNLSSSVLPLEEGSPL
WKHEAQRRLAALQCLSSGRDNLILR
WSPADGSIIQSIATFPVFDILVSPLMQ
AFYTINQYGQLSMYDAWNERDIESA
KDNVVVVSQRGLPASLAAMQSSTDL
RERSFTQKSAAPVKDGEMQDAFFVG
TRIIGFDRRSLARGGTERESAVSRMS
RLVQEKGLPAGTETKEGNRLGRRIV
QQLLRQDGDHLVPHTLAVIEPSSGS
DKDFDDDDDDYNDDYNHDGQAAR
GHRNHQGNTNGGVGGGLNSMPFL
RARHFRGEGKKLPTLSNETKGNND
VSISGEAVLYRTGSRLVFEEISQVLC
QSACIWPGTHEPRYAPQQQPYQLLS
MAASGHPLWSEGADESSSTCNEFIV
HEKKRKSASSLPTFSYYSDVPKRRS
NSDQNHQQQSNNHSSGYRNNIGKL
SQVLGTAGRSSSGMNNSRQSERNF
ALAPVAENGRYLCITASVGPARALVP
YDRPLEYRAGMYACLVFDVLYGGVV
RVIPVCPVLPRTALTENGVSQFHSYT
KRAPIYILPCAVTVVRHPHRHQSDGV
SSSASASRRTNCNTMEGMSGLSYPL
CLQEEKEGKEEEEMRNEDKSGHEI
ADRNSDNNGDSMVLVAVGALHSTT
YVFDALTGSRVKVIGLRKQAGLTNAL
NSAQTRLPIKRARCSYVSLTDLGVFS
NCQSQRDDGNDDDDSGSRNDDESS
TASSELPSPFGDEQYGYQRQLLLNH
LVEQHGMDTLLRAATELLRVVPLPF
PPFSEKLQEDCIPRLSEGHRSNGCS
RQQAHGHCGAPDSASSILSFPSPLP
HLKLMMSCPSFLGQLKMALGGXXX
XFSK

None None None None None None None None None


