UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus jmitochndrion enc}oplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
V5BWY3 'V5BWY3_TRYCR [Trypanosoma [Kinesin-|(19.946178 NaN NaN 30984116 MSFDAQNRHRVVELLRSLYASPNVE |[None None None [None None None None None None
cruzi Dm28c [like GERETILALANLVQQGNAQLVLDEIK
protein EYLKRGLPVEQERSMIILDQLLLNC

MPQFAGMVSSEKWTERLLKVAKSA
TVESVTYKIIETVILWHKRYRTDGFK
RCVLRFSQSKVLGETFNRVLHRINA
EQRSLTRSRNQSRDSAGQEEVGQTD
KHHALNRAETILLEAQGDLASLEYAL
EHPHILHDEDIAKECKQHKLRCMRL
LETGQHEEYASELMQLIERFSEALEL
YEAMTGLDMGEGEAARRRALYGDD
GGGETLDSDDEEHARRLRERAAPKE
NAEQVMLKAQEATQQLVQQERSITA
ELRNQLEELRRKHEELQNKYKDAKV
KNRDAVAALEEYADQIEALKAGGTN
FNNATAMFGASGKGTQAVSSISVEM
GRRMRDNVQVMRQSLREIREQYAA
DIKKESAYYSSQLTSAIASIVAASQRD
RQADHKALLWTQELYKKEMKLRKQ
YYNTIQELKGNIRVYCRVRPLTPKEIS
GGHNSVMEFPSTDELKFVDQNGRP
KLFEFDEVYPPAATQAKVFEDTCPLI
DSVVDGYNVCIFAYGQTGSGKTYTM
GGGEGELKGINTRALERLFQVIEERE
NTEESTVVISVLEIYCENIRDLLGPKD
IAGKLSYDVKQGGPCGTYVTNLTEVP
VNSPKEIHDIMARANRCRSEGQTN
MNEHSSRSHMVLYIVVRTTNKQTR
MQSFGKLSLVDLAGSERLEKSGAEG
QQMKEAVSINKSLSALGDVISGLAQ
NSKHVPFRNSVLTFLLQDSMSGQA
KVLMFVCVSPASYNCSESNSSLQFA
SRARGVAFGQIKKNTVVAT




