UniprotkB Entry name organism  [full name |oglcnacscore og;lcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus jmitochndrion enc}oplasmnc golgi plasma extl:acellular
ID sites sites reticulum apparatus [membrane region
\VS5BWZ3  [V5BWZ3_TRYCR [Trypanosoma (Intraflagellar|19.946178 NaN NaN 30984116 MRLNITTPNERHDDACTCVAVSLM |None None None [None None None None None None
cruzi Dm28c |transport GDVISAGDDFVLRRWSPNGEPLGKV
protein 80 HQFDSCITYITWVPLQGGRKGRGAA

IAGTIEGKDNCLVACADGTFSFLNAA
SGRVERTVEAHVGSITGLVYSADASS
IVSSGEDGCVKVWSQAGIPRTTLVLV
GKCVYALCWGSETTELGGDCVLYCF
GSDVVIKPLNPTIKRQLKWKAHNGV
VLAADWSLMTGFIVTGGEDGTYKVW
DPCGRSIYVSAAGGHPCTAVKFSAD
GEMFAVGSFMNLRVCDKTGWSHTY
ERLPEGSALSLQWTADGTQVVAGCG
SGTVCTAQLVDRKLYWGQYCVTLVD
GNKLLVQNVLTDTVEELELRDKVIK
VELGYGYLVACTTTQCACYPIERLSA
PVQFDLRDVVITLILGEKQFLLSDCN
IAGIQVYSYEGRQICLLRLQASLRPEI
MAPDLVALSPDTVAIRNPADPKKILF
FDTNHGKPVDNATITHHLEVLSLEL
SQPGSISDRKIAFVDRNRDLYFGSVH
QRLGVQKLSTMTSSLAWHDRHEILI
AIADGHLTTWYYPTIVFSDRDLLTTT
KTVRDDGVDEFSRNDRIVSFDGTSV
GVRRGVDGALLTFNTSPYPPMVFEH
VAQHDWSGAIRLARFLDDKPLWGIL
TGLALRQGELNVAEVGYGALFELDK
IVRYIRHLKSIPTPEGRQAELALFQRR
HAEAERILLQAGLTYRCIDMHTRLF
NWERALEIATERKTHVDMVLAQRQ
RYLEAVGKEESIPLFRELAASVKVDW

DTVIEKMKQEQLKEAQRPGARPYQ




