
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5BY13 V5BY13_TRYCR Trypanosoma
cruzi	Dm28c

Structural
maintenance
of
chromosomes
protein

19.946178 NaN NaN 30984116 MLSHIDRVELYNFKSYAGNVTIGPLK
DFTCIVGPNGAGKSNLMDALCFVLS
PSATTTLRGKDATDLIHRGAQRREC
AVTAVFCHTTPISPAATATTATTTAA
GQGRDTEISFTRAVDQRGRITHKING
EPVDDRKYLAALSKFNVGTRVNNFL
VFQHEVEAIAQKKARELTDLLEQVS
GSAALREEYNRCKKAHELANQELTT
ASAEKRDAVVALNQMRLHKKEAEK
YEEVLRRIGEERRDEALVQLFYVESN
LERQKQELHAFTEKLTALEKSIASDE
DIRKMKREYAEKHKMYLEELKKIRK
EADTLREKHNTLERIKVSLNHLKRQ
HEVKRHGLDNMMKTEKVQSREVQ
RIEEQLQQQKAILMAFDERCKKEDE
EHMTLSGSLTAEQLSEYRQLRKEAE
CETVVLRQQMERIKRQQHSLVEGQK
QCTIAIENVRSQKQELQQGVQRSNE
RVAELKNRMNDLQDTVQELTSSIIQ
KRADLSQKEKRNREREVELARIQEQ
LHELRFIKENDKHGSRMAGALQALR
ALYGVRGRLVDLCTIPNDKYRHAVT
VALGKNLEAVVVDTTETAISCVRYLK
EQRLPPMTFLPLDSVKGKEVNDRLR
TFGGTCKPVVDVIRYDTAIETAVQYA
LGQTLVCNGMAEAKHVAYGSEDGE
RFKVVTVDGSVLMRNGAVQGGLASI
QSRARKWDEKKYEDLRAARDRLLN
DAAGGSEAEMARTQCELRDMEARL
EFTHGRIKVIAAELQATEQKVSNMD
REMKNQENEERTIEKRHSTYESELR
RCLHELQEKHGSIMQVEERIFSEFQ
QRVNIPNILELESHEAQILRERAEKR
QQMQLLVHKLEISLEAEHKRIGMQS
IDDLRGACVRLEEEIQRCEQDLAAYS
EIVKTAEKKQSQSRDSVSEAKVQLDS
LEADIRQQSRTSEQELGKLAQARRG
VTALQAACDTLRLQRMNILRRCQME
EIMLPLKPVEARGVKRSRAAESGALT
QSEPFVLPEDAPAAAPTKQSQLSQP
HRSAATREAQVVVDFSDLPETLKEA
ASDRTHLAAYKQRTETLLENLQRAA
ESLAPNLKAASRFAGSEDRLGSSSA
HLEEAREKVNKAYSEFSKVKELRTQ
RFMETFEKIAENVDRVYRELTLSTRA
HAVHGSAYLSLEDVEEPYLAGTRYH
ATPPLKRYMPMELLSGGERTMAALA
LLFAVHAVSPTPFFVLDEVDAALDAG
NVEKLANYMRKNCNTTQFIVISLKD
QLYHVADLLVGVLKNKQKETSSILT
MDLRGYPF

None None None None None None None None None


