}II;I iprotkB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular jextracellular [cytosol nucleus mitochndrion ent?oplasmlc golgi [plasma extr.acellular
sites sites reticulum apparatus membrane [region
'V5BY63 IV5BY63_TRYCR |Trypanosoma |PPR_long (19.946178 NaN NaN 30984116 MRRGGNILQTVAGRYAVWSQLRFM [None None None [None None None None None None
cruzi Dm28c |domain- SSTPCQLQGSRVGHYRPFSSEDEVQ
containing LAAVLTTKPRHVARYVRQSMLHSRR
protein RITQFRNSVTFLMIALQSKLQKGEIA

PDDALALAESLMRECVDLRQGDMA
HLLFRASIRFRRYGMKIGFQLVKHLF
DSYRTDNAKDLMKNMADELRGEES
LKMLAVVAYQFAGEYDEARELLQEIP
QERLVTSDYTALIEAYGMTSRYDEIM
KLVRQLFSTHKTNQGSLDLDAILSTG
LVAIRGDNNGMEQLKEMALDHRVK
LSEKAIGAIMRSRLTSAKSAAEVYNL
EEALRHELAVQTLGMAAETAVIARC
SELLSRTQKSGDDVMLRKVQHLESV
VEECVVNDTVDDIEPSYLLSLIKGYG
VLGRFEDMNRCFTSLKEAGVVRDH
RLYDEMLRWYAHAYNLKEVIALKEE
MQEKQIFHTAQTYQHVFRVLDKYYP
RMVEKYMNEMRNKGIQIESFMYPT
LLRVFGELQDFHMVEQLYREIKSKV
AMGNTNVFSAAVVVQLLKSYQNDM
ERCNSITHEAENYGLLANELVQAEIV
QFYSVHNRYDYLHALVSRLPYKSPD
MYRVLLRDAAKRKDRRTFNALLRE
MQENQVVINERIFGVVVLALGYFND
LDGVKRYFHEALMNNAVRTPLFFAL
AASAFARLGDTQAVDECWRDLVESK
'VIITTMPVYNKFLDLYMANNNVEKVQ
QILNTMMKLVPPNPVTATTVVDMLG
KMGRLEEMESVLEEMSRSTNAVPT
QVTYHQAMNAYAKTGDVAKMEAMR
AKMKEEGFQENHVTFNILFEGYGRA
KRYEHIKELVEERRSKQIPMEEFGY
MGLLNIYSRARMVEETSKLVEEMVA
SGVPFTSRMLSAVASSFSHIGDIPKM
EHYISLLLSHPECRHRDVESIYLIYSK
MRDTVKLQELLDTENLPKTQFIYNIC
VAAFARSGEHTKVATLLTQMEEKGF
FLTRNTSITLSSLLLKAGKLELAQTV
LKWKGCAPHRGEEEGDELAADESQ
LLRADNGVSSSSSSSLIPETTREEAS
AVVAVGGGGVSAS




