UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
ID name sites sites reticulum apparatus membrane [region
V5C1IM1 IV5C1M1 TRYCR |Trypanosoma [Pyruvate [19.946178 NaN NaN 30984116 MSQLAHNVNLSIFEPISHHRANRIV [None None None [None None None None None None

cruzi Dm28c [kinase CTIGPSTQSVEALKGLIRCGMSVAR

MNFSHGSHEYHQTTINNLRAAATEL
GAHIGLALDTKGPEIRTGLFKDGGIA
LAPGDTVLVTSDPAFEKIGTKEKFYIE
'YPRLSITVRPGGFIYIDDGVLSLKVLS
KEDDYTLKCYVNNAHFLTDRKGCNL
PGCEVDLPAVSEKDREDLKFGVEQG
IDMVFASFIRTAEQVQEVRETLGEKG
KDILIISKIENHQGVQNIDGIIEASDGI
MVARGDLGVEIPAEKVVVAQMILISK
CNVAGKPVICATQMLESMTTNPRPT
RAEVSDVANAVEFNGADCVMLSGET
IAKGKYPNEVVQYMARICLEAQSATN
QAVMFNSIKKMQKIPMSPEEAVCSS
IAVNSVYEVRAKALLVLSNSGRSARL
IASKYRPDCPIICATTRMRTCRQLTIT
RSVDAVFYDAERYGEDENKEKRVQL
GVDCAKKKGYVVPGDLMVVVHADH

KVKGYPNQTRIVYVS




