GSSGLLRVADCTFVGKSEFFDFTLLY
LDGSVTLEGGAQWRVEGNDLSTDSL
LTILYSWHKIQLSDSGTTVVFAHNRQ
IAESSNFFAKILPWSIIVTSPARFVVGC
NLQDAEEVSYESVFPEGVDVFGCGT
CNDDAACYMPGTELVDRSSCSCSCK
DGFHGASCLPFEVPDAVVLPLPERA
IVDGDTSCVVNQTLTSLTLNMWKTH
HCYVGVAFSGVGAVLTFFLNRMPLH
LPINITFTGCTFLDGAALQFVGDVEA
IAESSGVLIRVSQAVMRSSVVVFALAL
PQHCDIAVTEVDAVQSSTVHLPDTV
NNKLIVVMLHEVVLTDSSLLVSNVN
IARASKRDAFGLYSIGTLTLVRGSSLY
TRYCSFDGYTHLFYLDILSVSDRSVF
IALLNNIMFSGTSLLYEYRGFSVSDH
SVLRVVGNSGSVSCAIYSLNSWTVQ
RSSWLDWRDNDVGVGAMLHDSES
IAFVSLDGSSAVTLTGFNMGSTGLSR
SLLSQAEAGHRFVAGCLTVAGREVT
TAAELELHCITNVTTVAVCGECAKEG
DCFAPLTTAVVDCNCQCAAGGHGD
IVCVPAPVPAGPPPTPPPPPVGECIGD

MVXXXXTPRWC

}Jl;l iprotkB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl'"acellular
name sites sites reticulum apparatus membrane [region
'V5D0C5 'V5D0C5_TRYCR [Trypanosoma [Dispersed [19.946178 NaN NaN 30984116 MLDSGELEFEGDFGASSRILVAGST [None None None |None None None None None None
cruzi Dm28c |gene LVTRSEHAILFMEFTFGANSTLLLID
family NRIEGNGYAIYFIDAVAVDGGGIIVKG
protein 1 NTLSTTEEDDGMESCACVYAVDVKN
(DGF-1) GGYIDVENNTMRSVNGVNLFGATTV




