
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5DD63 V5DD63_TRYCR Trypanosoma
cruzi	Dm28c

AAA
domain-
containing
protein

19.946178 NaN NaN 30984116 MSSETQPTPADDTAAVVTVQGVEGG
ALPTTTSTNTNATLNTTHTTTTTTAA
AAAAADMTIIPAVSTGTTTTTTKTTTE
ATIPPPSTTGTGPTTEQEVATATVVD
AAHSTGDNVGEPVSALSTAQIALVLG
QVPKKSDACAEDISGAHDLASKATL
NESFMDGATPKVPSAEQKPDANSKS
SSLTGKNRKKKSPPGAHKSNYRQPN
TPAMAEMRGSSTRTPLHQPLQPPP
MYQAPIVVSSLMPSALPPPPPPPPQG
AFYLAPHGMPPPPPPPPPPPIISSFFS
GIGALQSTTPPPPPPPSFMPAQCGRI
QFGTPVGIPMQAMLMTKGLDPALLS
TLFTNGTIPPPPPPPPSPPPPPPPPPP
PPPPSSFAASLVASLQQQKQQCQPQ
QQNQSGRPLPMPKNTRVSVGNATL
AALVSKEPPKFSCVLLSGVPAVGKTT
MGRELVNELRRDGLGWIFFSGADFL
AGTTAKRPVWETTKEIFDALQKRLD
ELLEQQRKERNVKGLVIDKNVKGIE
DVYYLASLLKAKQIPFVGIVGMEVND
DGVLLKRMNGGEEMREKIKYHRVI
HARVRALAKAAGMYRRIDAAKSKEE
VLNALCTMVLGCCAQPPQRGIRTDL
YVNSAAATMVDDHVEYCDVVTRLLE
LVKPPKGVVHYPGTTDYTPFSTREM
SDKNRVSAIKAYYGVRRLNDGTRHM
LMYHDAKLYLIPTHLKAVLRIPERAW
LGTKLDSIGCFVLEGDLVRLSKERN
CEKFLVFDVFFWSNAGKPEENKVGP
MNWADRQAFLATHMCAESKAFFST
GSDCAVVHQATLNLEKIFDLLNSAE
NKSEGILFQPINPAHGYDKLYVWRP
PSNITVDFRIGALRSSKTDTDLLESD
AKEATTATKAAPVEEAAATSDVDNS
SFSHTAQQSNLQPLPADLNQAASTL
SASQCTSSTVGASRGAHSEGHITRTF
ELEVYDKYEKEYTQFEDCTVEVKHS
DVVEGCICTCVLSDEKECTWKFQRI
RYDVLRPAYKRDVTFLLEHCIIPKAK
LLQWLTHEKIVPPTTNETSAMRSLA
PPLPSPGSTPSKSPTLHSASLPTYATA
LMMQQSNAQSHAPMRMSAPLADS
VSYQELLVPGSLTRGSQLHGVSSQP
HSKVLSSVHSSLHALAESKMEKPKQ
GNTAPDSSALSPLQLLTTMVTSVHIV
RTEDLEEKHKNVSTANPRRNHNQQ
DQRHPPTRDRDRREPNTANERDGN
DKRGNNRASRQEKTHGGKKLVPVP
DTCTQCLKKKQAEDLRLDREDNKYY
CYSCWAKLGWEFCRECGEFNKGYR
ERTRRRTGEFYCSNCWSNFNKGKE
EEEEAKNKDDQATTSRNEQKQKKQ
KQKQPGRNSAATEDTAEKTTKKEAT
ERKGTKNSKRDGVKLNTASAEGEKD
NMSANSINNVEHLDAENVSRVKKK
KKKSKKNPREQGPCVR

None None None None None None None None None


