UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol jnucleus mitochndrion enc'loplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
'V5DDD6 \V5DDD6_TRYCR [Trypanosoma NaN (19.946178 NaN NaN 30984116 MHIKNILISGFRSYRDQSFQVDLSPK [None None None |None None None None None None

cruzi Dm28c

NNVIVGKNGSGKSNFFAAVQFVLSE
KYTTLTAAERKELFHAGSGRPALSIF
IVEIIFDNSDGRLIIPGRAEEKEVRIRR
TLGLKQDEFRVNDRRFTATEVRQLL
ESAGFSSSNPYYIVEQGKIVNMANM
SDEERCQLIKDVAGTRVYEARRKES
EEILEETSGKYRKIEDSIDQLQKRLTE
LEAETAELKSLQEIERERKCVEYSIFF
LELANAKECLQKLDEERSKYVSSLN
EQRDAENNTNSSIEIEEKNIRNCAQ
RITHLEGEMQTLEREATKLNSKKAIA
QLDVADATNSISRNESERLALQKEV
ENLEKNAEKVKKDLELSRNNLNQH
QRTTDHKSNELASLEKKLEALLAKR
GRRKLFKNKKERDVWLAGEIERNR
NTIETHRKEITRINKSIEDINNRIHEE
DKNQKEKEAATKKVETKLADHETRR
GRAITVRNTLNLDRRNLWQKVNEQ
EIIVQRLQDEWSRSRHQLERAVRHD
TRQGIQSLREVLHELADEKLTNAVH
GQLIELIDVGRGYETAVEVTAGNALF
NVVIDSFDVGALILDQINLRKKPGRI
SFFPLDTCKSEPIRFDGKEGCSSLME
HISCNPRFKGVVAEVFGKTAIVSSME
EGSKFVKEYNCDAVTMEGDQISRKG
GITGGYLESRNSRLLSFNNEKKLSE
RLANEKTLLENLCQEVAVVEQKITD
IAMNEIESLRGEASRAENDADADLRD
IARLHDERKVRLEKHREQLLETRKSL
EKGMADANSSLELLQQEAREDFVSS
WGGKEESHLESVITEVDKTREDLSA
LQLQRVQITTEVQLLEDTLQNITRRL
NIARDRIRELLWVNTNNQTLTREQG
NVDAEISLVSARIETVRQSIAETTNE
KMASEEKLEVLKNKQFASARAVQER
RDNDEKKQIQRTLLVQRRDDAMEKI
RKLGIVPKDASKYSGQSLGMLMYRL
KENNEKLKKYSHVNRKAVDQYSSL
METKK




