UniprotKB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
V5DDV1 IV5DDV1_TRYCR [Trypanosoma|NaN [19.946178 NaN NaN 30984116 MDAVLRKVQEKIQQNFRRGGKGSR |None None None |None None None None None None

cruzi Dm28c

FFSTARRGEGVELHEDLNSNDRER
QKNAVKRIIAGMTMGRDVGFLFMD
IVVKLGQTPNLELKKLVYLYVLNTAKL
QPDKALMVVNTFLQDTTNSSPIVRA
LAVRTMLCIRVEAVTEYTLEPLRRAV
TDPDPYVRKTAAIALGKLFHQNTQLF
MDQGFGEELLKLLNDVFAVVSANA
IAAVLTEVNSCSPTPILPTGDYINRLL
HHLPECTEWGQLSILEVIADARPKD
IAGTAEEIITRVLPRLSHSNPSVVMGA
IKVIVNLANRCNAVAVSHYSARVNS
IALVTLSRGDPETQYVVCKDIHAILVIF
PNLICNSLDSFYVRFTDPPYVKLEKL
RLLLKLVTPSTACQILKELEEYSSEV
DLVFAEEVVKGIATVALKIESVAPSC
VELLLRIVGRRPELLPQVITSCKNIVR
KYPEQLVLETLIIEHGADAVAEEDAK
VSLIWMLGEFCDFITDGKPIITRFIDE
LMSHEQPVQMAILSAVIKMFLRDPV
GMEQTLNIVLDTLTTRSNDPDLRDR
IAYAYWRLLSKGVGVAKMKQIVHGH
QVPITVESTFSDAMTMADLKKSINTA
IAVVFGKPFQSFLPPYGLVNEEASEE
EEEEAEETSAVSPAAVASPTSTTLPE
YLSLEENGPPVVKHVDPLKEFFGGL
PVTTTAAQESRTKEQKQQKGELLLN
PLDCFGEQRQQQQQQQNQQPPLPP
LVLPAGSVDVAIHGQLSEGPALWIAL
IVNHQAVAIDQIVLQINLNMLGYLPG
VAISEFMASVPAGETRSVKLPLRVSQ
GHFDVARPVLEVGLKGRNLPLLLFH
LEVPADKILVHSSPIEKSAFVADWQA
LNSSVEVKEPLGEFGENMLASPDRR
GILEQHHVFLLTPERDSGEIISYYGK
VITTLGLHGLVEILLDKKRPLQSYVC
IVKSQHVGSIMPILLKVIXXXLAAVCF
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