UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
'V5DH61 IVS5DH61_TRYCR |Trypanosoma|NaN [19.946178 NaN NaN 30984116 MNNYQIYDEVGKGRFSIVYKGRRKK [None None None [None None None None None None

cruzi Dm28c

TIEYYAISSIDKSRRQRVLTNVRFLRS
AEHRCIIKFHNWYETNNHLWVITEL
CSGGDMRQVLNLDSRISRQAVQMF
GTDIAEGLMYIHSRGVVYGDLKPSNI
LMDSTMSMRFYDFGLSCDFNTIRG
DGTVGTPLYMAPELFTKDGIPSIASD
LWSLGCLLYEFGTGKPPFNGSDLAS
LIRNIMSEPFCPHEALSDELNSLLES
LLVKDPIRRATWGDIVTHDFWQGRL
QLPTAPFPPQPAFERRQRMAVAGAS
GDWPMSGEELRRHVEWAVESAKRN
YTVSQSASEGGPSKCPAVTEEIDLQD
HSAVNDATTEGGVAASRVDGQKDG
RRLRAGPTGAALDATNSQFLRKKES
FRGEAANESHTAANCDQNTTINAVS
NAEVSIVMNGLENLHLDELMAHTS
DAHIRPLAMNSRIERFVEQKYDSEK
MGFEPPAKAEIKTFTEQQQSDFIKMI
YRTLSSSSLSHEEKLNVLCYFEDVCT
DAATANFIVNSSIMTLCLKMVSQRN
IAPSNYRATAASIMSILVRHATFIHTD
LAKANIFSSIIEVYGEEDSPRVKRKLT
IACLGELLIYIAVQRERDRNVWGINA
NATLQLYLSVLKDADDVLRHYAVKAI
ENLASVSDHGVALDVFAKKEVVNAL
LTVYALPPASIRSEHMRSSAACAALK
LAVLKEDLMPVVMESPHLKVKYYGE
VIAEVTAPKTAQSLLTFLNMALVKSL
VAIRNPIMERWGKDTTNIFSSSSLAQ
EKGKKIIERISGVAEAVVSGLCGVCE
RASVAIKGKMLLLIVLLGCMDGKLLL
RLSSNKLIGCIDGVLRDKDSYVQRCA
IACLASYLGVFLEAQLVAVAKGAPSGT
TSTILDAVCNVLSARNLGMMVELSD
SVFVSLGTCLEKVMSSPVYVTYEEEF
NRVVGLLTQNSESVLKHRRAVVNEL
FPLYIHMLGGSNIERRFSALRTLSAF
VAPLVDGSGLVREEKIAEAEKLDHL
MQTVAASLPELLKESEPIPILALRLLA
TCGERRSKAFANIATVELVGDLVQY
MLRSKQSDLSVPLQLLLLLALQTER
IAAEIMDYLAAQEFFTAVLLKTLTMAV
AKELDHLLEPCCELSVFFLKHAVNN
TSSRMAQQCLLLLPQHGMETLWLP
LCDSPVRSAAGNAAACVYHFVQLSP
AAQQDLMTTESLTLVREIISNTRDNP
TAVLYVLRALRYIWERVRKRHVQKL
SEWLLAALKAIVREEDPDRELYSEAV
IAFMEFIGG




