
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5DHK1 V5DHK1_TRYCR Trypanosoma
cruzi	Dm28c

HECT-type
E3
ubiquitin
transferase

19.946178 NaN NaN 30984116 MENFFTRIVVDAESSVVQRXXXKM
MKEIAAARDNINSDDEGRQTVGLLD
LCNLLNMATAATIASIRPSVFVPPVL
ACLKKEHNVDLMLLAARALTYMVD
AISSAVYVLGSEGGMEAVLRHLLEV
KDIELSEQCLTCVEKITQSSHGALM
GLQKGGVKSLLAFVDFFSSSSQRKA
WSSVAAMCRRVDVTTFDRVEDSLN
DIRSRTNHDDGKIGDKAIACLYRIIN
GVRTNPELVALAYGDVSPSLLCVLTR
SDVSENTFTMTLSLIGSAISYSTEVT
RKVIESGLMECMLALIAHSSKHQLP
LLQQQQQQQLQQTWRSFWESPIIGT
QNPPGSSFSQDVSLLPNSTTTQTTTA
LRERRLTMEQTKTLCIALAGLLPRIT
EGYLAYGNILTELLAERAQGMAHRR
GFFSLEASYEEDEEEEEEEEEEGET
SNSDEIRLRIFDEGIPLEKNTKFSRC
GLTHMCDSCGKLCRPGDWFRCNKC
ADFDFCGECLLMNWEEHTGNSAQ
HTFCDMLEVFPGFKRSPTPAKARKT
LDDALNTERKELYKSHPQLLDTILGG
LTKMVALFNESETHIVRNHSLAFID
RAVCLASPQQLAGSGLVEASVCELIL
SAIADPSLVLNVQVMLLCRTLLEKLP
NVYINAFVREGVTSALIKAQQQNQT
STRRSTEHSEEKRPLIERLVTISDWR
ELVVEEAKSMLSMFSSVSEETHVM
RLAEFVSLMEEGQFQEAFDILRTALL
NDITTFELASSNVLRSLRETLTRVND
IKVVVTLVKTLAKEAPNPPCALTRFV
RHLQTILSQLDQFRPPSFGEVSSIHV
HIPVHLVPHASEQQKTRPSFLAKGG
GVLRRPPAAAPSKESGALPRSTRIPA
TRRSSGTNIASTLAPSTSNSTKGPLE
GRDIMVSVEPLTSMDALMSFVASNV
LSGEMEHSDSRRRIEDEDQVEEVLP
ELGREGRDETSVSGKKLMQEKAQQ
TVYLRYESHVLPSSMTILQVIQQFHS
NSLSGTSLSGRKKKKSGQGSGTANA
TTTTNTNASNNTTAGGSNGISGGGR
SRQFNSMVEELRRGTGEAITLHYST
VPFGPEYTMELSRSTVSCIAPTDPIRI
RLPSKDIRPAAVVEVMCALHQDYPL
SSRFLTAAQKDVLTLLGTIYKTLQYW
SELLLYLGYCGEDEMDGGVWSPSTS
LGEFIHHRLNNKAMRHSSNLLLAG
QHLTTWAVNLAMDCNFLFTAMTRK
FLFEISFCGTARSLVQMQENMEKYG
MRDLLNIDHQFIRSYRLHRVKKRVW
RHHALMCAMEIMGKKQVNDSVLLE
FEYYNENGSGSGPTMEFFSLVSDEL
REMKLQLWRRTDETPDEKYYHPQK
GVYPRPLPPDSPEIDRVEPYFSLFRS
VFGPGIVG

None None None None None None None None None


