UniprotKB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane region
'V5DLC9 'V5DLC9_TRYCR [Trypanosoma [NaN (19.946178 NaN NaN 30984116 MAEDKDAVSICALSEDPKEKKGNGK [None None None |[None None None None None None

cruzi Dm28c

KPRDAEPQKLSEEDEYIKIQVELLVT
RAGDCNPVLAATAIQQLVELLRTNK
GGSVASVPKPLKYVRSMYAQLEKAL
KDTTDASVAVRLHDVLSFVAMTIEFP
DGRRASLEHKLQGTQDDLAEWGHE
IYLRFLAGSISAEWKERIGKAEGVNHL
TGFIRQIVSYMVSHQDEPTAVDLLM
EVEDMNAILPLTDSHNHRRIASYLA
IAVSKYLTRPMDTAALRVVYDIYVKM
ESYNEALFVALQLGDRGLVKGLFEK
CYSAPARLQMALTCARYRLYLEMDN
EEEELLNEAMGNVRLSQLYRQVAE
DLDSVAPKTPGDIFKTGIDGHELTNS
SDSSFKLVCAFASGLVNCGFGKDTY
LTEKGALWPYQQTENRLIATTAMLG
LIHLWDHAEGLQEIYKYFYSDATNIR
IAGACLAAGVAMCGVTSPFDPAFGLL
SDCVSSPQKEVSIGAILGLGYAYAGT
QRDDIMELLMPILVDSDQALEVQCM
TAFALAMVFVGSADEGLTETMVSCL
MEVVEEQLKEPALCYLILAVGCLFLG
KQEAADTLLDATQTLSPLIRRYTEIVV
RSCAYAATGNVVVIQNFFHAIAEND
EPDEPVENAENNTENKSKPTTKPTA
LNHKAAAVLGIGLVALGEDIGVEMA
KRSVIHALLVDTVSKGGSNLSGRHAI
PLAYALLSASNPSMPVVETLNRLSH
DSDAPTAINAILALGIVSAGSNNARV
IASKLRNLASYYHKERFALQHFSVRL
IAQGLTMMGKGHLTLSPLLNDRTLV
SPTALTGLLGFLHSALYCDKTILGKY
HYMLLTLTPSISPRMVLAVDAQMNV
LKDAVQVRVGLPVDTVAVAGKPKAIT
GFQTHSTPVLLSATDKVEIASGKHQ
IAVAAVIEGIIVVEEKPNVE




